
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.5G416600 

Gene Model: PhHAL.5G416600.1.p 

Description: PhhEXPA-14 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPA-14 

MESLGLLVLAVAAVLKLAGADSGWNGGRATFYGGNDASGTMGGACGYGNLYSAG

YGTNTAALSTALFNNGRSCGACFEIRCSGGRSCLSGSAVVTATNFCPPNYALPNNNG

GWCNPPQPHFDLAEPVFSKIAQASAGVVPVQYRRVACTKQGGIRFTISGHSYFVLVLI

TNVGGAGDVTAVSVKGSRTGWQSMSHNWGANWQSNALLDRQALSFQVTTSDGRS

VTSANAAPSGWSYGQTYSGNQF* 

CDS (coding sequence) 

>PhhEXPA-14 

ATGGAGTCCCTAGGCTTGCTGGTTCTTGCCGTCGCCGCCGTGCTCAAGCTCGCCG

GCGCCGACTCCGGCTGGAACGGCGGCCGCGCCACGTTCTACGGCGGCAACGATG

CCTCCGGCACCATGGGAGGAGCGTGCGGCTACGGCAACTTGTACAGTGCGGGGT

ACGGGACGAACACGGCGGCGCTGAGCACCGCGCTGTTCAACAACGGGCGGAGCT

GCGGCGCGTGCTTCGAGATCCGGTGCTCCGGCGGCCGCAGCTGCCTGTCTGGCTC

CGCCGTGGTGACGGCCACCAACTTCTGCCCGCCCAACTACGCGCTCCCCAACAAC

AACGGCGGGTGGTGCAACCCGCCGCAGCCGCACTTCGACCTCGCCGAGCCGGTCT

TCTCCAAGATCGCCCAGGCCAGCGCCGGCGTCGTGCCCGTCCAGTACAGGAGGGT

GGCATGCACCAAGCAGGGCGGCATCCGGTTCACCATCTCCGGCCACTCCTACTTC

GTCCTGGTGCTGATCACGAATGTGGGCGGCGCCGGCGACGTGACGGCGGTGTCG

GTGAAGGGGTCGCGGACCGGGTGGCAGTCCATGAGCCACAACTGGGGCGCCAAC

TGGCAGAGCAACGCCCTGCTCGACCGCCAGGCGCTGTCGTTCCAGGTCACCACCA

GCGACGGCCGCAGCGTCACGTCCGCCAACGCCGCGCCCAGCGGCTGGAGCTACG

GCCAGACCTACTCTGGCAACCAGTTCTAG 

Nucleotide 

>PhhEXPA-14 

CGCACTCGCACTGCAGCAAGTTGAGAGCCAGCAACTGCAAGCCTAGTGGTGCTCG

TCTAGAGCTGCAAGTACGGGACTGCAAATCCCTAGCAAGATCGATCTATCTATCT

ATCTTTATTAGTAGTTGCCTCTGCTAACTCGCTTTGTTGATGCTTTTTAGAAGGAT

ATTCTATACAATGGAGTCCCTAGGCTTGCTGGTTCTTGCCGTCGCCGCCGTGCTCA

AGCTCGCCGGCGCCGACTCCGGCTGGAACGGCGGCCGCGCCACGTTCTACGGCG

GCAACGATGCCTCCGGCACCATGGGTGAGCAGACACAGATTGCTGCACGGAGAT



GCAGCTAAGGAATTGAAGCCTGTTTCAATTCATATATCCGCTCGTTGCATTATTGA

TGGTGTTCTTTGTGATCTGCAGGAGGAGCGTGCGGCTACGGCAACTTGTACAGTG

CGGGGTACGGGACGAACACGGCGGCGCTGAGCACCGCGCTGTTCAACAACGGGC

GGAGCTGCGGCGCGTGCTTCGAGATCCGGTGCTCCGGCGGCCGCAGCTGCCTGTC

TGGCTCCGCCGTGGTGACGGCCACCAACTTCTGCCCGCCCAACTACGCGCTCCCC

AACAACAACGGCGGGTGGTGCAACCCGCCGCAGCCGCACTTCGACCTCGCCGAG

CCGGTCTTCTCCAAGATCGCCCAGGCCAGCGCCGGCGTCGTGCCCGTCCAGTACA

GGAGGTTCGTGCTGGCACTGACACAGTGACACCGACCACATTTAACCATCTCTCG

AACCAAGCTTGATGGACAAAGCTTGTCATCAGAAACTGATGCATGAACTCTGTGC

AGGGTGGCATGCACCAAGCAGGGCGGCATCCGGTTCACCATCTCCGGCCACTCCT

ACTTCGTCCTGGTGCTGATCACGAATGTGGGCGGCGCCGGCGACGTGACGGCGGT

GTCGGTGAAGGGGTCGCGGACCGGGTGGCAGTCCATGAGCCACAACTGGGGCGC

CAACTGGCAGAGCAACGCCCTGCTCGACCGCCAGGCGCTGTCGTTCCAGGTCACC

ACCAGCGACGGCCGCAGCGTCACGTCCGCCAACGCCGCGCCCAGCGGCTGGAGC

TACGGCCAGACCTACTCTGGCAACCAGTTCTAGCCGCCGGCCACCATTAGCAGCG

CAGTGTGCGTCGCCGGAGGAGGGCTCTGTTTTGAAGCAGCTCGCTCGTGAGCGGC

AAAAGGTCTCCGCTGCGCTGGTCGCGGTGGTTACGGACTTGTGACTTTACGTTTTT

CCGACTCGCAAGGCGTATGCGCCTTCGCCAGCCACCGAAGATGGGGCTCGGGGC

GTTTTTAATGTGCAGCAGGCGTATGCTTTGCGGGGACGCTTTAATTAGTCAGGGG

GTTTTGAGCTCTGAGGAAAAATAATTAATGGCTGGTGGCTGTGGTGATGAGCAGA

AATTAAGCGGGGCTCGTCACCCGCGCCGTGTACCACGTAACTGCATCTCTGCCTG

CTTGAATTAATGGATTGTGCTTGGGAGTTTTAGCTTAGTGT 




