IDENTIFICATION

Species: Populus trichocarpa
Locus: Potri.003G083200

Gene Model: Potri.003G083200.1.p
Description: PtEXLB-04

Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa v4 1
KEGG: https://www.genome.jp/entry/gn:T01077

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa_v4_1
https://www.genome.jp/entry/gn:T01077

GENE STRUCTURE

PIEXLE-04
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Query seq.
Specific hits
Superfanilies PLNO3023 superfamily |

Name Accession Description Interval E-value
[+ PLNO3023 PLN03023 Expansin-like B1; Provisional 3-250 Oe+00
SEQUENCES

Peptide

>PtEXLB-04

MGFAFKYGYSLLCIMALLPAISYSQDYTFSRATYYGSPDCLGTPSGACGFGEYGRTV
NDANVAGVSRLYKNGTGCGGCYQVRCKAPNLCTDDGVNVVVTDYGEGDKTDFILS
PRAYARMAHPNMAVELIAYGVVDVEFRRIPCRYSGYNLMFKVHEHSRFPDY LAIILL
YQAGQNEILAVELWQEDCKEWRGMRRAYGAVWDMPNPPKGAISLRFQVSGSAGVT
YWAQAANVIPSDWKAGIAYDSTVQLS*

CDS (coding sequence)
>PtEXLB-04

ATGGGATTTGCATTTAAATATGGCTATTCCCTTCTTTGTATCATGGCACTTCTGCC
TGCAATAAGTTACTCCCAAGACTACACATTCTCAAGAGCAACTTATTATGGTAGC
CCTGATTGCTTAGGGACACCATCTGGAGCTTGCGGGTTTGGAGAATATGGAAGGA
CGGTCAACGATGCTAATGTGGCCGGGGTTTCAAGACTCTACAAGAATGGCACTGG
CTGCGGTGGTTGCTATCAGGTTAGGTGCAAAGCACCAAATCTTTGCACCGATGAT
GGGGTAAACGTAGTGGTTACTGACTATGGTGAAGGAGACAAAACTGACTTCATCC
TCAGCCCACGCGCCTATGCAAGAATGGCACATCCAAACATGGCCGTAGAACTGAT
TGCGTACGGTGTTGTCGATGTAGAATTCCGGAGGATCCCTTGCCGTTACTCCGGTT
ATAACCTCATGTTCAAGGTCCATGAGCATAGCAGGTTTCCTGATTACTTGGCTATA
ATTCTCTTGTACCAAGCTGGCCAAAATGAAATTTTAGCTGTGGAGTTATGGCAGG
AGGATTGCAAGGAATGGAGAGGCATGAGAAGAGCCTATGGGGCAGTGTGGGATA
TGCCTAACCCACCTAAGGGTGCCATCAGCTTGAGGTTCCAAGTAAGTGGCAGTGC
AGGCGTCACATATTGGGCCCAAGCAGCAAATGTTATACCGAGTGATTGGAAGGCT
GGGATTGCTTATGACTCTACCGTTCAGCTTTCTTAA

Nucleotide
>PtEXLB-04

ATCCATCGATCTTCTTCTTCTTCCCTCCTCCTCTCATAAACTCTCTCAACTAGCTAG
TTACCTTGCTTATATATATTACTGCGGCAGCGTGATAGTACTTATCACTAAGATAA
GTTATGGGATTTGCATTTAAATATGGCTATTCCCTTCTTTGTATCATGGCACTTCT
GCCTGCAATAAGTTACTCCCAAGACTACACATTCTCAAGAGCAACTTATTATGGT
AGCCCTGATTGCTTAGGGACACCATGTAAGTATATATCGATGTCTCCTATTTATTC



AGAGTTCATTATATTGTTTATCATCTAGTCATGCAAATGTACATAGTTGAAAGACT
GTGTAAGCTTTATATATATATGTTTTGCATGAAACAAGCACTGACATGCATGTACT
GAATAATATTGCAGCTGGAGCTTGCGGGTTTGGAGAATATGGAAGGACGGTCAA
CGATGCTAATGTGGCCGGGGTTTCAAGACTCTACAAGAATGGCACTGGCTGCGGT
GGTTGCTATCAGGTACTTACTCAAATTCAAACCACTTAATTATCCCAGTCTTAATT
AAAAGCAATTAGCTGCTAAAAATAAACTCCATCAAGATATTGTTTTCCAATATAA
TAAGTAACTGGTACTGTTTGTGTGCGTGTCATGAGCTTGCTGAAGTGCTTGCTTTT
ACATACTCCTCAAACAATTGGAAATACTTAACAATTTACGATTGTATTAATTATTA
GTTAGGCTAATAAAAAAAAAGTGCTAAGCAATGATAATGCTGATTTTACGTTTTG
TTAATTAATTACAATTTCAGGTTAGGTGCAAAGCACCAAATCTTTGCACCGATGA
TGGGGTAAACGTAGTGGTTACTGACTATGGTGAAGGAGACAAAACTGACTTCATC
CTCAGCCCACGCGCCTATGCAAGAATGGCACATCCAAACATGGCCGTAGAACTG
ATTGCGTACGGTGTTGTCGATGTAGAATTCCGGAGGATCCCTTGCCGTTACTCCG
GTTATAACCTCATGTTCAAGGTCCATGAGCATAGCAGGTTTCCTGATTACTTGGCT
ATAATTCTCTTGTACCAAGCTGGCCAAAATGAAATTTTAGCTGTGGAGTTATGGC
AGGTATGTTTCGATTTTCTTCTTCTTTCCAGTTTCTTGATGTAACCCCATTTCACAC
ACTATATTACATAGGAACTAGCATGCGCAAAAATTGATGTGGAGTCTCTGATTTG
TTTCTCAATTAATGTGCAGGAGGATTGCAAGGAATGGAGAGGCATGAGAAGAGC
CTATGGGGCAGTGTGGGATATGCCTAACCCACCTAAGGGTGCCATCAGCTTGAGG
TTCCAAGTAAGTGGCAGTGCAGGCGTCACATATTGGGCCCAAGCAGCAAATGTTA
TACCGAGTGATTGGAAGGCTGGGATTGCTTATGACTCTACCGTTCAGCTTTCTTAA
ATATATTGAAGAAATAAGTTATTGGTTTGTGCACTGGTAGGGCATCCAGGAATCT
CCCAAGTAATTGTTTCTTGTTAGCTTGCTTCTGTCTTTAGTTATTGATGTATTTTGT
AATCCAGCAAGTGCTCTTTGCTGTGAAGTGTGAGCAATAAAAAATTGGGGTTCTG
TACTTTGTATTAGTAAGAATATGAATATGAATATGAATATAATTCCACTTATTGGG
ATCTTTTTGTTGT






