IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0091s0125

Gene Model: Kaladp0091s0125.1.p
Description: KIEXLB-01

Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1

GENE STRUCTURE

KfEXLB-01
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Superfanilies

PLNO3023
+ Name Accession Description Interval  E-value
[+] PLND3023 super family 3362 Expansin-like B1; Provisional 34-257 267e-80
SEQUENCES
Peptide
>KfEXLB-01

MAYSSRSLIFGITVLTYISAQARAAVGATCTDCFTSSRAAYYPNSDEQGTETGACGFG

TFGATINDGHVSAASDLYRGGLGCGACYQVRCKDSYYCSDNGTTVVVTDSGASDRT
DFILSRRAFGRMAQTKDAAAQLLSRGVVDIEYRRISCNYPNKNIYIKIVESSNYPHY LA
FVIWYQQGLKDISVVQLCETRSLTCKLLERSYGAVWATSAPPSGPLSIRMLLSDGEED

ESWVIPTNDIPEDWKAGNIYDSGVQV*

CDS (coding sequence)
>KfEXLB-01

ATGGCTTATTCTTCGCGCTCTTTGATCTTCGGGATCACAGTGTTAACATACATTTC
TGCACAGGCTCGGGCGGCCGTGGGAGCCACGTGCACCGACTGCTTCACCAGCTCC
AGGGCTGCGTATTATCCCAACTCAGACGAACAAGGAACTGAAACGGGAGCTTGC
GGTTTTGGGACATTCGGTGCAACGATCAACGACGGACATGTATCCGCCGCCTCTG
ACCTCTACCGCGGCGGCCTTGGCTGTGGCGCTTGCTACCAGGTGAGATGCAAGGA
CAGTTACTACTGCTCTGACAATGGAACCACAGTTGTGGTAACCGACAGCGGGGCA
AGTGATCGCACAGATTTCATCCTGAGCCGACGAGCATTTGGCCGTATGGCTCAAA
CCAAGGACGCCGCTGCTCAGCTCCTGTCCCGTGGCGTGGTAGACATCGAATACCG
CCGTATCTCCTGCAACTATCCCAACAAAAATATCTACATAAAGATCGTCGAGAGC
AGCAACTACCCTCACTATCTAGCCTTTGTCATATGGTATCAACAAGGCCTGAAAG
ACATATCCGTCGTCCAACTATGCGAGACTCGAAGCCTGACCTGCAAGCTGTTGGA
ACGAAGCTACGGGGCGGTGTGGGCGACGAGCGCTCCCCCGAGCGGCCCTCTTTCG
ATACGAATGTTGCTCAGCGACGGGGAGGAGGATGAGTCGTGGGTGATCCCGACA
AATGACATACCTGAGGATTGGAAGGCGGGCAACATATACGACTCCGGCGTTCAA
GTGTAG

Nucleotide
>SKfEXLB-01

AGGTAGGTTCCAAATTCAAGCTCAACAACACTTTTCAACCCATTTACCAACACAA
ACCCACTACCAGAAAAGAAGGCCAGAGCTCAAATGGGCACAACACTATAAAAAG
GATGCACAAGCTCCTTAGCTCCTTAAGAACTTCTTCTTTCCTCTTAGCAGTTTTAC

TACGAGCTACATTAAAGAGCTCCAAATGGCTTATTCTTCGCGCTCTTTGATCTTCG



GGATCACAGTGTTAACATACATTTCTGCACAGGCTCGGGCGGCCGTGGGAGCCAC
GTGCACCGACTGCTTCACCAGCTCCAGGGCTGCGTATTATCCCAACTCAGACGAA
CAAGGAACTGAAAGTGAGCCCTTAATCACTTCCCAGCTAGCTCTCACTGGCTAAG
GAAGCAGTAGTTTTTTTTACTTTTGTTTAAGCGTTTTCGGGCTTAAAGTTGATTTTC
TGACTCTGAATTTAAGCGGGAGCTTGCGGTTTTGGGACATTCGGTGCAACGATCA
ACGACGGACATGTATCCGCCGCCTCTGACCTCTACCGCGGCGGCCTTGGCTGTGG
CGCTTGCTACCAGGTTTCAAATATAAACTAGCAATTATCAGTAGAACACCTTGGG
ATTTTTTTTATATATTTGTAAATAACATTTTCAGGTGAGATGCAAGGACAGTTACT
ACTGCTCTGACAATGGAACCACAGTTGTGGTAACCGACAGCGGGGCAAGTGATC
GCACAGATTTCATCCTGAGCCGACGAGCATTTGGCCGTATGGCTCAAACCAAGGA
CGCCGCTGCTCAGCTCCTGTCCCGTGGCGTGGTAGACATCGAATACCGCCGGTAA
AACATCTACACCTCCCCCTTCAAACTACTCAATCAATCTCTCATTCACATTCATAG
AATTATTATTTATTCCGATATTAACGGTATATGACAATTTTTCAGTAAAATCAATA
ATACTTCTTTATAAATTTTAGTACTTAAATGCTCGGATAGACGGATACTAATTATC
TTTATAAATATAATTAAAATTTTATCCGTCTTTAATACTGATATAAGTGAAAATTG
ATTTATATTTAACAGTATCTCCTGCAACTATCCCAACAAAAATATCTACATAAAG
ATCGTCGAGAGCAGCAACTACCCTCACTATCTAGCCTTTGTCATATGGTATCAAC
AAGGCCTGAAAGACATATCCGTCGTCCAACTATGCGAGGTTCGTTTTCTTTTTCTC
ACAAACCATTCGGTATTTTTCTCTTTGATTTTCACACATGTTACTCGCCCGTCTTGA
AAATTTTTACGTTTTTGCCTTTTGAAACGATGATTTGATTAGTTTTTATGGTAAAT
ATTATAATAACGATTATTGATATGTTCCACGATAATATTTCTGCATCACAATATTT
TATCATCTAGAAATTTTACAACACATAAATTTAAGGGACAAATAAAAGAAAACC
AAGGAAGTAACTAATCTATTGTACAGCATCTCTACTAATCTTGTGCTTGTTTGGTG
ACCAGACTCGAAGCCTGACCTGCAAGCTGTTGGAACGAAGCTACGGGGCGGTGT
GGGCGACGAGCGCTCCCCCGAGCGGCCCTCTTTCGATACGAATGTTGCTCAGCGA
CGGGGAGGAGGATGAGTCGTGGGTGATCCCGACAAATGACATACCTGAGGATTG
GAAGGCGGGCAACATATACGACTCCGGCGTTCAAGTGTAGGCTTCTTCAAGGACT
AGTTTCTTTCATATGCCAAGAATATGTCAATTTCCTTTTATAATTTTAGATGATAA
AGAATTTTTTTCCGGCTCTTATGAATCATTTAGTTTGCACCTGACAAGTTTTATCG
CGGCAATTCAAGGCCTGATCTCCTATCATACTCTTTTTGTGCTGATTCATCTGAAA
ATGCATCCGGAACGGAGGCTAAAACTCCTCCTTTTATTCTCCACCTGCCAAAAAT
ATT






