IDENTIFICATION

Species: Phaseolus vulgaris

Locus: Phvul.007G235300

Gene Model: Phvul.007G235300.1.p
Description: PVEXPA-13

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Pvulgaris_v2_1
KEGG: https://www.genome.jp/entry/gn:T03093

EXTERNAL RESOURCES
https://www.pulsedb.org/organism/636



https://phytozome-next.jgi.doe.gov/info/Pvulgaris_v2_1
https://www.genome.jp/entry/gn:T03093
https://www.pulsedb.org/organism/636
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Superfanilies PLND0133
DPBB_R1pA_EXP_N-like superfamily

List of domain hits ol

Name Accession Description Interval E-value
[+ DPBB_EXPEB_N €a22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansing 45-164 440873
[+ PLN00193 super family c133423 expansin-A; Provisional 15-268 1.99e-23

SEQUENCES
Peptide
>PVEXPA-13

MSPTHKPAFSHSLNLLASLSILLVVPSSCFNPKKIANASIDSSNWSPGVATWYGPANG
DGSEGGACGYGSTVGVPPFSSMIAAGSPPLFESGKGCGSCYQVKCRGNEACSGKPVR
VVITDLCPECEAAHFDLSGAAFGAMAVPGQGNQLRNAGKIVIEYSKVECEYRGMSIA
FRVDSGSNQEYFAVMVEYEEGDGELDKVELKEESAGSWIPMQKSWGAVWKFNKGS
PLRAPLSIKLTNFRSRKTVVASNVIPHGWTPGHTYRSNVNF*

CDS (coding sequence)
>PVEXPA-13

ATGTCTCCTACACATAAACCTGCATTCTCTCATTCACTCAATCTTTTGGCTTCACTT
TCAATACTCCTAGTGGTCCCTTCCTCTTGTTTCAACCCCAAAAAAATTGCTAATGC
TTCCATTGATTCATCCAATTGGTCACCTGGTGTGGCTACTTGGTATGGACCTGCCA
ATGGGGATGGAAGTGAAGGTGGTGCTTGTGGTTATGGCAGCACTGTTGGGGTGCC
TCCATTCTCATCAATGATAGCAGCAGGAAGCCCTCCATTGTTTGAATCAGGCAAA
GGCTGTGGTTCTTGTTACCAGGTGAAGTGCAGAGGGAATGAAGCGTGCTCAGGCA
AACCTGTGAGGGTAGTGATCACTGATCTGTGTCCTGAATGTGAAGCCGCACATTT
TGATTTGAGTGGTGCTGCTTTTGGTGCAATGGCAGTTCCAGGGCAAGGCAATCAG
CTACGCAATGCTGGCAAAATAGTCATTGAATACAGCAAGGTTGAATGCGAGTATC
GCGGCATGTCAATAGCTTTTCGTGTGGACTCTGGATCGAACCAAGAATATTTTGC
AGTGATGGTTGAATACGAGGAGGGAGATGGTGAACTTGACAAGGTTGAACTGAA
GGAAGAATCTGCAGGATCATGGATTCCCATGCAAAAATCTTGGGGTGCAGTTTGG
AAATTTAACAAAGGGTCACCACTGAGAGCACCATTATCTATCAAGCTAACCAACT
TTAGGTCTAGGAAGACTGTTGTGGCTAGCAATGTCATCCCTCATGGTTGGACACC
TGGTCATACTTATAGATCAAATGTTAATTTTTGA

Nucleotide
>PVEXPA-13

GCACCTAAGGGAAGTAACAGCATCCCAGTGATACTGTCATAACTAATATGTCTCC
TACACATAAACCTGCATTCTCTCATTCACTCAATCTTTTGGCTTCACTTTCAATACT
CCTAGTGGTCCCTTCCTCTTGTTTCAACCCCAAAAAAATTGCTAATGCTTCCATTG



ATTCATCCAATTGGTCACCTGGTGTGGCTACTTGGTATGGACCTGCCAATGGGGA
TGGAAGTGAAGGTATTAGAAAAGTTTAGACACATGCAGTTTTCCCTTGGTAAAAT
GGTTGAAAGGAATATTGAATAAGAAAATTTGTTAATTATATATGTAGGTGGTGCT
TGTGGTTATGGCAGCACTGTTGGGGTGCCTCCATTCTCATCAATGATAGCAGCAG
GAAGCCCTCCATTGTTTGAATCAGGCAAAGGCTGTGGTTCTTGTTACCAGGTGCC
AGTTAAAACATATACGTATCTAAATACTTAATAAATTTTAAACAACATCACACAG
AAAATGTATCAATATGTTATTAATATATACGTTGGTATTCCAATTTTGTTACAATT
TCTCAGGTGAAGTGCAGAGGGAATGAAGCGTGCTCAGGCAAACCTGTGAGGGTA
GTGATCACTGATCTGTGTCCTGAATGTGAAGCCGCACATTTTGATTTGAGTGGTGC
TGCTTTTGGTGCAATGGCAGTTCCAGGGCAAGGCAATCAGCTACGCAATGCTGGC
AAAATAGTCATTGAATACAGCAAGTGGGTATCTTAGTTTCTATAGGTTTACATTTT
TATCAGTATTTCATAGTCATGTTTCAAATATGCTTTAATTATGTTTCATGTTTCTGT
ATTACGAAGTGGACTTTAAGTTTACCTCAATCCCATAAAACCGGTTATGAGATGA
GGTTTGCATATTATGGGTGGTCCGATAACAGCCTAATAGTAGGTGGTCCGATAAG
CCCAACAAACCCTCGTTAGGATAGACTTGAAATGACTCTGATACCATATTACAAA
GTGGACTTTAACTACCTCAACCTCATGAAACCGACTCATGAGATTATGTTTGCAA
CCATTTATATACAATGAATTGTCCTCGTCTCTATGAAATCTCCAACGTTCTGTCTC
TGAAAATGGTACAAAAATTGGATTTACTCTAGAGAAAAATGATGAATTTGAATTT
TTGCAGGGTTGAATGCGAGTATCGCGGCATGTCAATAGCTTTTCGTGTGGACTCT
GGATCGAACCAAGAATATTTTGCAGTGATGGTTGAATACGAGGAGGGAGATGGT
GAACTTGACAAGGTTGAACTGAAGGAAGAATCTGCAGGATCATGGATTCCCATG
CAAAAATCTTGGGGTGCAGTTTGGAAATTTAACAAAGGGTCACCACTGAGAGCA
CCATTATCTATCAAGCTAACCAACTTTAGGTCTAGGAAGACTGTTGTGGCTAGCA
ATGTCATCCCTCATGGTTGGACACCTGGTCATACTTATAGATCAAATGTTAATTTT
TGAATCCCTTCTCCATTACATTGGATTGGATCATCATCACCTTGTGGCTATTATGC
TTAATTTATAATATAATTAATAAAACAATTGTTCATTAGTTTTGA






