IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0055s0270

Gene Model: Kaladp0055s0270.1.p
Description: KIEXLA-01

Family: Expansin Like Alpha

3D structure:
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DOMAIN ARCHITECTURE

Query seq.
Superfanilies

PLNO3 023
List of domain hits .

+ Name Accession Description Interval E-value
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 41-245 4 85e-T1
SEQUENCES

Peptide

>KfEXLA-01

MASSLLFVSFFCFLVASVSACDRCLHQSKAAFFSSAAALNSGACGYGSLAIGFNAGHL
AAAVPSIFKDGAGCGACFQIRCKDPKICSKKGTKIIVTDLNKSNQTDFVLSSRAFRAM
ANKGMDRELIRMGIADVEYRRVPCDYKQNLAVRVEESSQKPHYLAVKILYQGGQTE
IVGVDVAKVGSANWGFMSRSFGAVWDTSRVPEGPLQFRFIVTAGYDGKYVWAKSV
LPEDWKAGQVYDSGIQIDDIAQDGCHPCDDSQWN*

CDS (coding sequence)
>KfEXLA-01

ATGGCTTCTTCTCTCTTATTTGTTTCTTTCTTCTGCTTCCTGGTGGCGTCTGTTAGT
GCTTGTGATCGCTGCTTGCATCAGTCCAAGGCTGCCTTCTTCTCCAGCGCTGCTGC
GCTCAACTCTGGGGCATGTGGATACGGCTCATTGGCAATCGGCTTCAACGCCGGG
CACCTGGCGGCTGCCGTTCCTTCCATTTTCAAGGACGGTGCTGGTTGTGGTGCTTG
TTTTCAGATAAGATGTAAAGACCCCAAAATCTGCAGCAAAAAAGGGACTAAGAT
CATTGTCACGGACCTCAACAAGAGCAACCAGACTGACTTTGTTCTGAGCAGCAGA
GCCTTCAGGGCCATGGCCAATAAAGGGATGGACAGAGAGCTCATCAGAATGGGG
ATTGCTGATGTTGAATACAGAAGGGTGCCTTGTGATTACAAACAGAACTTGGCTG
TGCGTGTAGAGGAATCAAGCCAGAAGCCACACTATCTAGCAGTCAAAATCCTCTA
CCAAGGTGGCCAGACTGAGATTGTGGGCGTTGACGTTGCCAAGGTTGGTTCAGCT
AATTGGGGGTTCATGAGCAGGAGCTTTGGTGCAGTCTGGGACACCAGCCGGGTCC
CTGAAGGACCATTACAGTTCCGTTTTATCGTCACAGCTGGTTATGACGGGAAATA
CGTGTGGGCTAAGAGCGTCTTGCCCGAAGACTGGAAGGCTGGTCAGGTTTATGAC
TCTGGAATTCAGATAGATGACATTGCACAAGACGGATGCCACCCTTGTGATGACA
GCCAATGGAACTGA

Nucleotide
>SKfEXLA-01

GATGACTTGATGACCTGGACACCTCTTTCTGCCTACTTATCTTTTTGCCACCACCA
TCCCCTATATAAAGGCCCCATTTTGATGCTACTTTACTAACTCAAAACTCAGAAAT
GGCTTCTTCTCTCTTATTTGTTTCTTTCTTCTGCTTCCTGGTGGCGTCTGTTAGTGCT
TGTGATCGCTGCTTGCATCAGTCCAAGGCTGCCTTCTTCTCCAGCGCTGCTGCGCT
CAACTGTAAGTGGGAAATAGCTTAAATCTGTTGTTCTGATCTTGACCCAGATGAG




TTTCTGTAGTAAATTTACGATTTTGAGACTGACCCGGATGCAAGTTTGAGAACTCT
ACAAGTGGGTGATGATTGTTTTTGTGATTTGATTTCAGCTGGGGCATGTGGATAC
GGCTCATTGGCAATCGGCTTCAACGCCGGGCACCTGGCGGCTGCCGTTCCTTCCA
TTTTCAAGGACGGTGCTGGTTGTGGTGCTTGTTTTCAGGTCACTCAACCACCACAT
CTTTCAATTTCAAGTCTCACACTTTTCAAAACAACCTCGCACGGAAAACTCACAA
CTGAAAAATCTGACATTGTTGCAGATAAGATGTAAAGACCCCAAAATCTGCAGCA
AAAAAGGGACTAAGATCATTGTCACGGACCTCAACAAGAGCAACCAGACTGACT
TTGTTCTGAGCAGCAGAGCCTTCAGGGCCATGGCCAATAAAGGGATGGACAGAG
AGCTCATCAGAATGGGGATTGCTGATGTTGAATACAGAAGGTAAGTCAGTAATCA
CAACTGTTAACAACTACAATTATGATACATCCTTGTTTACCAAACTCTTTGCACCA
AAACCTGCTACTCTGAAAACACATGCAATTTCCAGCCTTGTGGTTGTAATTCGAA
GCGATAGATCTTTGGGGGAAATGGTTTTGTTACACCCACTACATATGCACAGACA
CAAAAGAATACAGTACTCCATAGTCAATTAGCCTTGAATGTACTGGGTCCTACTC
TAGTCTGCTATTGTCTGTAATGTACGACTAATAAAATCAGCACAGATTAATATGA
CGATCATAATAACGGTCCAATACTATGCTCACGGCCCCACAAACTGCATCAATAG
AATATCTAAACTGGATTGGTCTGTGGATTCATGGAACAGGGTGCCTTGTGATTAC
AAACAGAACTTGGCTGTGCGTGTAGAGGAATCAAGCCAGAAGCCACACTATCTA
GCAGTCAAAATCCTCTACCAAGGTGGCCAGACTGAGATTGTGGGCGTTGACGTTG
CCAAGGTACCAATCAAATTTGAGCGAACAGTTGAGACAGTGACCTTAAAAACTA
AAAAGGGATCACTGGTTGATGATCACGTGTCTAAAGATATTCGAAGAACACATCA
TTTGACTGAGTTTTGTCTTTGTGGCTTGTAGGTTGGTTCAGCTAATTGGGGGTTCA
TGAGCAGGAGCTTTGGTGCAGTCTGGGACACCAGCCGGGTCCCTGAAGGACCATT
ACAGTTCCGTTTTATCGTCACAGCTGGTTATGACGGGAAATACGTGTGGGCTAAG
AGCGTCTTGCCCGAAGACTGGAAGGCTGGTCAGGTTTATGACTCTGGAATTCAGA
TAGATGACATTGCACAAGACGGATGCCACCCTTGTGATGACAGCCAATGGAACTG
AAACCCAGCTACAGCTACAGCCTTCCCCATGTTTATACAACTAATGACAAAGAAA
GTTACATAAACATATAGAAAATGTAATAGTATGTTTTGGTCTCAGAATGGAATAA
CATGGATGTTCATGACTGTAGCATTTGCATCATATGTGCACTGCAAGTGTTTGGGC
CTTCTTCAACCACATTCAAAAACTCTAATGCGATTGATGTCTGTCTGGGCATTGCA
ATCTTCATCCCATTTGGTGGATGAAAGGCCCAGCTGAAAGTCTGAGACTGAGATG
GGCCATTGGAACTCCCAACCCAGCAAAAGTGCAGCTTTTTGACATAGTCCCACCT
TGACTTTGTCAATTATTTGAAGACAGATAGAGGCGCATGCATGGATGAAAATGAT
TGAAACACTCTGCAAGCACATCTTGATGTTTATGTTTGTCTGGAGAGATTGAACA
CAGCACAGCATTACTACTGTTGAGCAACTGAAC






