IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.001G540000

Gene Model: Sobic.001G540000.2.p
Description: SbEXPB-23

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086

GENE STRUCTURE
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3
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Legend:
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DOMAIN ARCHITECTURE

s 100 125 150 175 200 28 280 267
T SN S I T SO T SO M SO SO SO S S SO SO SO T S ST SN SN N A T TN SO TN AN SN ST SN SN AU ST SN S AU SN SO S A T ST SN S AU S U

Query seq.

binding site 4 4,
specific hits B | Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .
+ Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 46-167 1.06e-73
[+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol PI, PIl and PIIl from Lolium perenne. 174-249 1.3%e-12

MGVNMMSWSMQVAVVVALAFLVGGAWCGPPKVAPGKNITATYGSDWLEAKATW

YGKPTGAGPDDNGGACGYKDVNKAPFNSMGACGNLPIFKDGLGCGSCFEIKCNKPA

ECSGEAVVVHITDMNYEQIAAYHFDLAGTAFGAMAKKGEEEKLRKAGIIDMQFRRV

KCKYGEKVTFHVEKGSNPNYLALLVKYVDGDGDVVGVDIKEKGGDAYQSLKHSWG
AVWRKDSDKPIKFPVTVQITTEGGTKTAYEDVIPEGWKADTTYTAK*

CDS (coding sequence)
>ShEXPB-23

ATGGGAGTGAACATGATGTCGTGGTCGATGCAGGTGGCGGTGGTGGTGGCGCTG
GCGTTTCTGGTGGGCGGCGCATGGTGCGGTCCTCCTAAGGTTGCCCCGGGCAAGA
ACATCACGGCCACCTACGGCAGCGACTGGCTGGAAGCGAAGGCGACATGGTACG
GCAAGCCGACGGGCGCCGGCCCCGACGACAACGGCGGLCGLCGTGCGGGTACAAGG
ATGTGAACAAGGCCCCCTTCAACAGCATGGGCGCGTGTGGCAACCTCCCCATCTT
CAAGGACGGCCTCGGCTGCGGCTCTTGCTTTGAGATCAAGTGCAACAAGCCGGCC
GAGTGCTCTGGTGAGGCCGTGGTGGTGCACATCACAGACATGAACTACGAGCAA
ATCGCCGCCTACCACTTCGATCTGGCCGGCACGGCGTTCGGCGCCATGGCCAAGA
AGGGCGAGGAGGAGAAGCTGCGCAAGGCGGGCATCATCGACATGCAGTTTCGCC
GGGTCAAGTGCAAGTACGGCGAAAAGGTCACCTTCCACGTGGAGAAGGGGAGCA
ACCCCAATTACCTGGCATTGCTGGTCAAGTATGTCGATGGTGACGGTGACGTTGT
GGGGGTGGACATCAAGGAGAAGGGTGGCGACGCGTACCAGTCCCTTAAGCACTC
CTGGGGCGCTGTCTGGAGGAAGGACAGCGACAAGCCCATCAAGTTCCCCGTCACT
GTCCAAATCACCACCGAGGGAGGCACCAAGACTGCCTACGAAGACGTCATCCCC
GAAGGCTGGAAGGCCGACACCACCTACACCGCCAAATAA

Nucleotide
>ShEXPB-23

ATATTCATCGCCTCACAATTACATACATCACATACCATCCACCGATCGACGATCC
AAGGAAGATGGGAGTGAACATGATGTCGTGGTCGATGCAGGTGGCGGTGGTGGT
GGCGCTGGCGTTTCTGGTGGGCGGCGCATGGTGCGGTCCTCCTAAGGTTGCCCCG



GGCAAGAACATCACGGCCACCTACGGCAGCGACTGGCTGGAAGCGAAGGCGACA
TGGTACGGCAAGCCGACGGGCGCCGGCCCCGACGACAACGGCGGCGCGTGLGEGE
TACAAGGATGTGAACAAGGCCCCCTTCAACAGCATGGGCGCGTGTGGCAACCTCC
CCATCTTCAAGGACGGCCTCGGCTGCGGCTCTTGCTTTGAGATCAAGTGCAACAA
GCCGGCCGAGTGCTCTGGTGAGGCCGTGGTGGTGCACATCACAGACATGAACTAC
GAGCAAATCGCCGCCTACCACTTCGATCTGGCCGGCACGGCGTTCGGCGCCATGG
CCAAGAAGGGCGAGGAGGAGAAGCTGCGCAAGGCGGGCATCATCGACATGCAGT
TTCGCCGGGTCAAGTGCAAGTACGGCGAAAAGGTCACCTTCCACGTGGAGAAGG
GGAGCAACCCCAATTACCTGGCATTGCTGGTCAAGTATGTCGATGGTGACGGTGA
CGTTGTGGGGGTGGACATCAAGGAGAAGGGTGGCGACGCGTACCAGTCCCTTAA
GCACTCCTGGGGCGCTGTCTGGAGGAAGGACAGCGACAAGCCCATCAAGTTCCC
CGTCACTGTCCAAATCACCACCGAGGGAGGCACCAAGACTGCCTACGAAGACGT
CATCCCCGAAGGCTGGAAGGCCGACACCACCTACACCGCCAAATAAGCTATCCA
ACAGATCTACGACTGCTCTGGTCTAGGTTGGATTGGATCGCAACTTCCCAAGCAA
TGCATTACACTTATGCATGGATTGATCCATGCATAATGCTTATTTTTTACTGCTGC
TGTTGCGACGATGACGACGTCCTCCTTCATCCTCTCCATACGTAGCTAGAGTGAG
GCTTCCATCGTCCTCTCCATATATAGCTTGGGCGAGACTCCATCCGCTTTGTTATA
TTAAAAAAAGAGAAGGGTGAAGAAACAAAGAGACCGGATAAATAATAAGTATCT
AACGAGAGATTTGAGAGGCTTTTGTATGTAATAAAAGGAGAGTGAGACAAACAA
CAGGTGTCCATGGATCTCCCATGTAATCTCAATTTTATCATGCCTATATTTTAAGT
GAATACACATTTTTTCAAGACTAACTGAAAT



