
IDENTIFICATION 

Species: Sorghum bicolor 

Locus: Sobic.001G540000 

Gene Model: Sobic.001G540000.2.p 

Description: SbEXPB-23 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1 

KEGG: https://www.genome.jp/entry/T01086  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbEXPB-23 

MGVNMMSWSMQVAVVVALAFLVGGAWCGPPKVAPGKNITATYGSDWLEAKATW

YGKPTGAGPDDNGGACGYKDVNKAPFNSMGACGNLPIFKDGLGCGSCFEIKCNKPA

ECSGEAVVVHITDMNYEQIAAYHFDLAGTAFGAMAKKGEEEKLRKAGIIDMQFRRV

KCKYGEKVTFHVEKGSNPNYLALLVKYVDGDGDVVGVDIKEKGGDAYQSLKHSWG

AVWRKDSDKPIKFPVTVQITTEGGTKTAYEDVIPEGWKADTTYTAK* 

CDS (coding sequence) 

>SbEXPB-23 

ATGGGAGTGAACATGATGTCGTGGTCGATGCAGGTGGCGGTGGTGGTGGCGCTG

GCGTTTCTGGTGGGCGGCGCATGGTGCGGTCCTCCTAAGGTTGCCCCGGGCAAGA

ACATCACGGCCACCTACGGCAGCGACTGGCTGGAAGCGAAGGCGACATGGTACG

GCAAGCCGACGGGCGCCGGCCCCGACGACAACGGCGGCGCGTGCGGGTACAAGG

ATGTGAACAAGGCCCCCTTCAACAGCATGGGCGCGTGTGGCAACCTCCCCATCTT

CAAGGACGGCCTCGGCTGCGGCTCTTGCTTTGAGATCAAGTGCAACAAGCCGGCC

GAGTGCTCTGGTGAGGCCGTGGTGGTGCACATCACAGACATGAACTACGAGCAA

ATCGCCGCCTACCACTTCGATCTGGCCGGCACGGCGTTCGGCGCCATGGCCAAGA

AGGGCGAGGAGGAGAAGCTGCGCAAGGCGGGCATCATCGACATGCAGTTTCGCC

GGGTCAAGTGCAAGTACGGCGAAAAGGTCACCTTCCACGTGGAGAAGGGGAGCA

ACCCCAATTACCTGGCATTGCTGGTCAAGTATGTCGATGGTGACGGTGACGTTGT

GGGGGTGGACATCAAGGAGAAGGGTGGCGACGCGTACCAGTCCCTTAAGCACTC

CTGGGGCGCTGTCTGGAGGAAGGACAGCGACAAGCCCATCAAGTTCCCCGTCACT

GTCCAAATCACCACCGAGGGAGGCACCAAGACTGCCTACGAAGACGTCATCCCC

GAAGGCTGGAAGGCCGACACCACCTACACCGCCAAATAA 

Nucleotide 

>SbEXPB-23 

ATATTCATCGCCTCACAATTACATACATCACATACCATCCACCGATCGACGATCC

AAGGAAGATGGGAGTGAACATGATGTCGTGGTCGATGCAGGTGGCGGTGGTGGT

GGCGCTGGCGTTTCTGGTGGGCGGCGCATGGTGCGGTCCTCCTAAGGTTGCCCCG



GGCAAGAACATCACGGCCACCTACGGCAGCGACTGGCTGGAAGCGAAGGCGACA

TGGTACGGCAAGCCGACGGGCGCCGGCCCCGACGACAACGGCGGCGCGTGCGGG

TACAAGGATGTGAACAAGGCCCCCTTCAACAGCATGGGCGCGTGTGGCAACCTCC

CCATCTTCAAGGACGGCCTCGGCTGCGGCTCTTGCTTTGAGATCAAGTGCAACAA

GCCGGCCGAGTGCTCTGGTGAGGCCGTGGTGGTGCACATCACAGACATGAACTAC

GAGCAAATCGCCGCCTACCACTTCGATCTGGCCGGCACGGCGTTCGGCGCCATGG

CCAAGAAGGGCGAGGAGGAGAAGCTGCGCAAGGCGGGCATCATCGACATGCAGT

TTCGCCGGGTCAAGTGCAAGTACGGCGAAAAGGTCACCTTCCACGTGGAGAAGG

GGAGCAACCCCAATTACCTGGCATTGCTGGTCAAGTATGTCGATGGTGACGGTGA

CGTTGTGGGGGTGGACATCAAGGAGAAGGGTGGCGACGCGTACCAGTCCCTTAA

GCACTCCTGGGGCGCTGTCTGGAGGAAGGACAGCGACAAGCCCATCAAGTTCCC

CGTCACTGTCCAAATCACCACCGAGGGAGGCACCAAGACTGCCTACGAAGACGT

CATCCCCGAAGGCTGGAAGGCCGACACCACCTACACCGCCAAATAAGCTATCCA

ACAGATCTACGACTGCTCTGGTCTAGGTTGGATTGGATCGCAACTTCCCAAGCAA

TGCATTACACTTATGCATGGATTGATCCATGCATAATGCTTATTTTTTACTGCTGC

TGTTGCGACGATGACGACGTCCTCCTTCATCCTCTCCATACGTAGCTAGAGTGAG

GCTTCCATCGTCCTCTCCATATATAGCTTGGGCGAGACTCCATCCGCTTTGTTATA

TTAAAAAAAGAGAAGGGTGAAGAAACAAAGAGACCGGATAAATAATAAGTATCT

AACGAGAGATTTGAGAGGCTTTTGTATGTAATAAAAGGAGAGTGAGACAAACAA

CAGGTGTCCATGGATCTCCCATGTAATCTCAATTTTATCATGCCTATATTTTAAGT

GAATACACATTTTTTCAAGACTAACTGAAAT 


