IDENTIFICATION

Species: Setaria italica

Locus: Seita.7G190600

Gene Model: Seita.7G190600.1.p
Description: SitEXPB-12
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818

GENE STRUCTURE
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DOMAIN ARCHITECTURE
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specific hits B | Pollen_allerg 1
Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o

Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 58-182 5.58e-72
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pl and Plil from Lolium perenne. 191-268 1.13e-29

SEQUENCES
Peptide
>SItEXPB-12

MAARVAFRIAAFAVLPVLSLLLVSPISCYGNPRSSMSLRNYTTTSRYATSVPAKAAGG
WSSGGATWYGSPYGAGSDGGACGYQGSVSQRPFSSLIAAGGPSLFKNGKGCGGCYQ
IKCTGNRACSGRPVTVTITDSCPGGLCLAGPAHFDMSGTAFGAMASRGMGDRLRAA
GILKIQYKRVPCNYNGMGISFKVDAGSNPFYLAVLIQYENGDGDLAAVHIMQQGGG
AWTPMQHSWGAMWRANSITGKPLRAPFSVRLTSGAGKVLVVRNAIPAGWRAGRTY
RSKVNYGT*

CDS (coding sequence)
>SItEXPB-12

ATGGCTGCTCGAGTTGCATTCCGAATTGCGGCATTCGCCGTGCTGCCAGTCCTGTC
CCTGCTCCTTGTAAGCCCCATTTCCTGCTACGGGAATCCGAGGTCGTCCATGTCTC
TTCGGAACTACACCACCACCAGCCGGTACGCCACCTCGGTGCCGGCCAAAGLCCGC
CGGCGGGTGGTCCTCGGGCGGCGCGACGTGGTACGGCAGCCCTTACGGCGCCGG
CAGCGACGGCGGGGCGTGCGGTTATCAAGGTAGCGTCAGCCAGCGGCCGTTCTC
GTCGTTGATAGCCGCCGGCGGCCCTTCCCTTTTCAAGAACGGCAAAGGCTGCGGC
GGATGCTATCAGATCAAGTGCACCGGCAACAGAGCCTGCTCCGGCCGGCCAGTG
ACCGTCACCATCACCGACTCCTGCCCCGGCGGGCTGTGCCTCGLCLCGGGLCGGLGL
ACTTCGACATGAGCGGCACGGCCTTTGGCGCCATGGCCAGCCGTGGCATGGGCGA
TCGCCTACGCGCCGCCGGAATCCTCAAGATCCAATACAAGAGGGTGCCGTGCAAC
TACAATGGCATGGGAATCTCCTTCAAGGTTGACGCGGGCTCCAACCCATTCTACC
TCGCCGTGCTGATCCAGTACGAGAACGGCGACGGTGACCTCGCCGCTGTGCACAT
CATGCAGCAGGGCGGTGGCGCCTGGACGCCGATGCAGCACTCGTGGGGCGCGAT
GTGGCGCGCCAACTCCATCACGGGCAAGCCTCTGCGCGCCCCCTTCTCGGTCCGG
CTCACCTCGGGCGCCGGCAAGGTGCTCGTCGTCAGGAACGCCATACCCGCCGGTT
GGCGCGCCGGTAGGACCTACCGGTCCAAGGTGAACTACGGCACCTAA

Nucleotide

>SItEXPB-12



GTTCATCCCGCAGTTGCATGTGCACGTATTTTTCTCTGACGTCTGTACGTCGTGAT
CCCTCTAAAACCATCTCCTAGCTGCTACATATAACACCCCCAAGGACCCAGTCGA
GCTTCAGAGACCAAAACAAGCTTAGCAATCCTAGCTAGCAGCTGCTCCATACACG
CCCTCTCCACAGGAGGAGGAGAAAATCAATGGCTGCTCGAGTTGCATTCCGAATT
GCGGCATTCGCCGTGCTGCCAGTCCTGTCCCTGCTCCTTGTAAGCCCCATTTCCTG
CTACGGGAATCCGAGGTCGTCCATGTCTCTTCGGAACTACACCACCACCAGCCGG
TACGCCACCTCGGTGCCGGCCAAAGCCGCCGGCGGGTGGTCCTCGGGCGGLGLG
ACGTGGTACGGCAGCCCTTACGGCGCCGGCAGCGACGGTAAGTAGTATACGGCA
TTGATCAATGAAGGTGAAGCGTAGTAGTGACTGCTCCTGTAATGGTATGCTGGTT
TCATTGCAGGCGGGGCGTGCGGTTATCAAGGTAGCGTCAGCCAGCGGCCGTTCTC
GTCGTTGATAGCCGCCGGCGGCCCTTCCCTTTTCAAGAACGGCAAAGGCTGCGGC
GGATGCTATCAGGTTGGTTAGTGGTATGAGGGCACTGTTAGTTTATTGTGTGTTCA
AGTGTGCATTCTCTTTCTAACCACTATAATTTTTGTGCGTACTGCATGTTGTGGTA
ATACGAAGATCAAGTGCACCGGCAACAGAGCCTGCTCCGGCCGGCCAGTGACCG
TCACCATCACCGACTCCTGCCCCGGCGGGLCTGTGCCTCGCCGGGCCGGCGCACTT
CGACATGAGCGGCACGGCCTTTGGCGCCATGGCCAGCCGTGGCATGGGCGATCG
CCTACGCGCCGCCGGAATCCTCAAGATCCAATACAAGAGGTGCAATACATTGAGT
TTCAACTGAAGATTCTAGTGGAAAAAATCGATTTACGCACACCAGTGGTGTAACG
AAGCTTGCTGCCTTTTCGTATAGGGTGCCGTGCAACTACAATGGCATGGGAATCT
CCTTCAAGGTTGACGCGGGCTCCAACCCATTCTACCTCGCCGTGCTGATCCAGTA
CGAGAACGGCGACGGTGACCTCGCCGCTGTGCACATCATGCAGCAGGGCGGTGG
CGCCTGGACGCCGATGCAGCACTCGTGGGGCGCGATGTGGCGCGCCAACTCCATC
ACGGGCAAGCCTCTGCGCGCCCCCTTCTCGGTCCGGCTCACCTCGGGCGCCGGCA
AGGTGCTCGTCGTCAGGAACGCCATACCCGCCGGTTGGCGCGCCGGTAGGACCTA
CCGGTCCAAGGTGAACTACGGCACCTAAGGCATTAGTGCAGAGTGATTGTTTTTT
TTTTCGGAATGCAGAGTGATTAGGTTAATGATGTTCCGGTCTGTGAGCTCTTGCCT
TGCCAATTGTCAAAAGCAACTGTTCATGTGGATCGGAAAATGCGAGAGACGATG
GTGTAAAATTTCTTCCCATGTTCCCTGCACGGCCATTTGCACTTGAGTCATGAGTG
TCGTTTTGTCCATCTCTAAAGCAGAGACTGTAACCTTGGAATCAGAATGCTGTTTA
GTGATACCAAGACATTAATTTTCAAACC



