
IDENTIFICATION 

Species: Setaria italica 

Locus: Seita.7G190600 

Gene Model: Seita.7G190600.1.p 

Description: SitEXPB-12 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2  

KEGG: https://www.genome.jp/entry/gn:T02818  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SitEXPB-12 

MAARVAFRIAAFAVLPVLSLLLVSPISCYGNPRSSMSLRNYTTTSRYATSVPAKAAGG

WSSGGATWYGSPYGAGSDGGACGYQGSVSQRPFSSLIAAGGPSLFKNGKGCGGCYQ

IKCTGNRACSGRPVTVTITDSCPGGLCLAGPAHFDMSGTAFGAMASRGMGDRLRAA

GILKIQYKRVPCNYNGMGISFKVDAGSNPFYLAVLIQYENGDGDLAAVHIMQQGGG

AWTPMQHSWGAMWRANSITGKPLRAPFSVRLTSGAGKVLVVRNAIPAGWRAGRTY

RSKVNYGT* 

CDS (coding sequence) 

>SitEXPB-12 

ATGGCTGCTCGAGTTGCATTCCGAATTGCGGCATTCGCCGTGCTGCCAGTCCTGTC

CCTGCTCCTTGTAAGCCCCATTTCCTGCTACGGGAATCCGAGGTCGTCCATGTCTC

TTCGGAACTACACCACCACCAGCCGGTACGCCACCTCGGTGCCGGCCAAAGCCGC

CGGCGGGTGGTCCTCGGGCGGCGCGACGTGGTACGGCAGCCCTTACGGCGCCGG

CAGCGACGGCGGGGCGTGCGGTTATCAAGGTAGCGTCAGCCAGCGGCCGTTCTC

GTCGTTGATAGCCGCCGGCGGCCCTTCCCTTTTCAAGAACGGCAAAGGCTGCGGC

GGATGCTATCAGATCAAGTGCACCGGCAACAGAGCCTGCTCCGGCCGGCCAGTG

ACCGTCACCATCACCGACTCCTGCCCCGGCGGGCTGTGCCTCGCCGGGCCGGCGC

ACTTCGACATGAGCGGCACGGCCTTTGGCGCCATGGCCAGCCGTGGCATGGGCGA

TCGCCTACGCGCCGCCGGAATCCTCAAGATCCAATACAAGAGGGTGCCGTGCAAC

TACAATGGCATGGGAATCTCCTTCAAGGTTGACGCGGGCTCCAACCCATTCTACC

TCGCCGTGCTGATCCAGTACGAGAACGGCGACGGTGACCTCGCCGCTGTGCACAT

CATGCAGCAGGGCGGTGGCGCCTGGACGCCGATGCAGCACTCGTGGGGCGCGAT

GTGGCGCGCCAACTCCATCACGGGCAAGCCTCTGCGCGCCCCCTTCTCGGTCCGG

CTCACCTCGGGCGCCGGCAAGGTGCTCGTCGTCAGGAACGCCATACCCGCCGGTT

GGCGCGCCGGTAGGACCTACCGGTCCAAGGTGAACTACGGCACCTAA 

Nucleotide 

>SitEXPB-12 



GTTCATCCCGCAGTTGCATGTGCACGTATTTTTCTCTGACGTCTGTACGTCGTGAT

CCCTCTAAAACCATCTCCTAGCTGCTACATATAACACCCCCAAGGACCCAGTCGA

GCTTCAGAGACCAAAACAAGCTTAGCAATCCTAGCTAGCAGCTGCTCCATACACG

CCCTCTCCACAGGAGGAGGAGAAAATCAATGGCTGCTCGAGTTGCATTCCGAATT

GCGGCATTCGCCGTGCTGCCAGTCCTGTCCCTGCTCCTTGTAAGCCCCATTTCCTG

CTACGGGAATCCGAGGTCGTCCATGTCTCTTCGGAACTACACCACCACCAGCCGG

TACGCCACCTCGGTGCCGGCCAAAGCCGCCGGCGGGTGGTCCTCGGGCGGCGCG

ACGTGGTACGGCAGCCCTTACGGCGCCGGCAGCGACGGTAAGTAGTATACGGCA

TTGATCAATGAAGGTGAAGCGTAGTAGTGACTGCTCCTGTAATGGTATGCTGGTT

TCATTGCAGGCGGGGCGTGCGGTTATCAAGGTAGCGTCAGCCAGCGGCCGTTCTC

GTCGTTGATAGCCGCCGGCGGCCCTTCCCTTTTCAAGAACGGCAAAGGCTGCGGC

GGATGCTATCAGGTTGGTTAGTGGTATGAGGGCACTGTTAGTTTATTGTGTGTTCA

AGTGTGCATTCTCTTTCTAACCACTATAATTTTTGTGCGTACTGCATGTTGTGGTA

ATACGAAGATCAAGTGCACCGGCAACAGAGCCTGCTCCGGCCGGCCAGTGACCG

TCACCATCACCGACTCCTGCCCCGGCGGGCTGTGCCTCGCCGGGCCGGCGCACTT

CGACATGAGCGGCACGGCCTTTGGCGCCATGGCCAGCCGTGGCATGGGCGATCG

CCTACGCGCCGCCGGAATCCTCAAGATCCAATACAAGAGGTGCAATACATTGAGT

TTCAACTGAAGATTCTAGTGGAAAAAATCGATTTACGCACACCAGTGGTGTAACG

AAGCTTGCTGCCTTTTCGTATAGGGTGCCGTGCAACTACAATGGCATGGGAATCT

CCTTCAAGGTTGACGCGGGCTCCAACCCATTCTACCTCGCCGTGCTGATCCAGTA

CGAGAACGGCGACGGTGACCTCGCCGCTGTGCACATCATGCAGCAGGGCGGTGG

CGCCTGGACGCCGATGCAGCACTCGTGGGGCGCGATGTGGCGCGCCAACTCCATC

ACGGGCAAGCCTCTGCGCGCCCCCTTCTCGGTCCGGCTCACCTCGGGCGCCGGCA

AGGTGCTCGTCGTCAGGAACGCCATACCCGCCGGTTGGCGCGCCGGTAGGACCTA

CCGGTCCAAGGTGAACTACGGCACCTAAGGCATTAGTGCAGAGTGATTGTTTTTT

TTTTCGGAATGCAGAGTGATTAGGTTAATGATGTTCCGGTCTGTGAGCTCTTGCCT

TGCCAATTGTCAAAAGCAACTGTTCATGTGGATCGGAAAATGCGAGAGACGATG

GTGTAAAATTTCTTCCCATGTTCCCTGCACGGCCATTTGCACTTGAGTCATGAGTG

TCGTTTTGTCCATCTCTAAAGCAGAGACTGTAACCTTGGAATCAGAATGCTGTTTA

GTGATACCAAGACATTAATTTTCAAACC 


