
IDENTIFICATION 

Species: Physcomitrium patens 

Locus: Pp3c13_8440V3 

Gene Model: Pp3c13_8440V3.1.p 

Description: PpEXPA-21 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3  

KEGG: https://www.genome.jp/entry/gn:T01041  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
https://www.genome.jp/entry/gn:T01041


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PpEXPA-21 

MARHNATKPVTLILAALMVLSATDNVEGRHHVRDGKNWRKAHATFYGGADASGT

MGGACGYGNLYSTGYGVDSTALSTALFNNGAKCGACFAIQCYRSQYCVPGSPVITV

TATNFCPPNHKGDGTPGWCNPPMRHFDLAQPSFTKIAKYRAGIVPVLFRRVPCEKKG

GVRFTINGNKYFNLVLVHNVGGKGDVHAVDIKGSNTEWIPMKRNWGMNWQTDAV

MTGQALSFRVTTSDGKTIVSMNATPSHWSFGQTFEGGQFAMN* 

CDS (coding sequence) 

>PpEXPA-21 

ATGGCGAGGCATAATGCAACAAAGCCTGTGACACTCATTCTTGCTGCACTGATGG

TTCTTTCAGCCACCGACAACGTCGAAGGTCGTCATCACGTCAGAGATGGAAAAAA

CTGGCGCAAAGCTCATGCAACTTTCTACGGGGGTGCTGATGCTTCAGGAACTATG

GGCGGTGCATGCGGTTACGGAAACCTCTACAGCACTGGCTATGGAGTCGATTCGA

CAGCTTTGAGTACAGCTCTTTTCAACAATGGGGCAAAATGCGGAGCTTGTTTTGC

GATCCAATGCTATCGTTCACAGTATTGCGTTCCAGGTTCACCTGTAATCACTGTCA

CAGCTACAAACTTCTGCCCTCCTAACCACAAAGGTGATGGCACGCCAGGATGGTG

TAATCCGCCAATGCGTCACTTCGACCTTGCGCAGCCTAGCTTCACCAAAATCGCT

AAGTATAGAGCCGGCATCGTCCCCGTTCTCTTCAGAAGGGTACCATGCGAGAAAA

AAGGTGGCGTCAGGTTCACTATCAATGGAAATAAGTATTTCAATCTCGTCCTAGT

TCACAATGTTGGTGGAAAAGGCGATGTGCACGCAGTAGACATCAAGGGATCCAA

TACAGAATGGATTCCCATGAAGCGAAACTGGGGAATGAACTGGCAGACAGATGC

TGTTATGACTGGCCAGGCACTCTCCTTCCGAGTGACAACCAGTGATGGTAAGACC

ATAGTCTCTATGAACGCAACGCCATCTCACTGGAGCTTCGGCCAGACCTTCGAGG

GAGGTCAGTTCGCTATGAATTGA 

Nucleotide 

>PpEXPA-21 

AATCGTGTAGCGACTGTTCCTAGTTTCGCACCATCACGTATGTCATAGATCCTGTC

GGGTTTTTCTTCGGTGCTTGATACCTATCTGTAAGCTCATGGCGCCTTGAACGATG

ATCTAATTAAGTTGTAGCTACTGTTCAGCGTTAGTGACAGGAAGGTGGGAGAAAT

TTTCAGTCCACAATTCAAGCCACTCGCGCCTGTGATTTTTGCCGGCTGTAGTACGA

AGCTGAACTGATTTTGGTAAATTCTTATCTCATTTGGAAGGTTGCTATCTTCTTGT



TCAATCTAAAATGGCACGCTAATTAAAACGGGAGTCTCATCATAGTTTTGAGAGT

TCACACTTCATGAAATATCGAGAACACTGGGATTAGATTGGTAAAATAATAAGAC

CGACACGAAATAGATGGTGCACTTCTGAAAGGTCTCCCGACAGGGTACTTACGAA

AAAGTAGTCTGCATCTGTCTACATGACGCTTCGTACACTTTCCGAAATATTATATC

ACAACGCGGCGACTGGACAACAATTTCACTGTGTAAGTGAAGGAATTTGTGAAC

ATGAGTGTAAAGAACATGAGACTAGATACTGAAAAAGATAAGAATTGTTTAGAC

ACTACTCGAGATTTGTCCTGTGGCATTCAGATCTCGAGCAGTCTGCAAACACAAC

CCTCCTCTTACGCGTGTTGTACATACACCCTAGCATTAAGATAGCTTCTGTCCTTT

CGAGTCCACACAATCTCCTTATCCACTCCAAACGCCCACCTATGCCGTTCTCATCG

TCACCACTTCTTTCTCCAGTGCCAATCTGAAAGAACAGGCCAAATACGGCGCTAT

GCTTTCTCAACTATCATTATTCTCAGAAGCGAAATCACTCAATTCTTCGTGCTCAT

TGTCGGATCCATGCACGCCCCTTTGCTCTCAACGCAATCTTTCTCTGATGAATTCT

GGCAACCTGTGTGGAAAATTCTGCAATGATATGATCACTTCTTGGCTATAGCTCT

GCTCGACGATGAAAAAGCTCTTAATTCCTCCTGCTGACTGGGAAGCTATGTCTAG

AATACTCTTAAATTACACCTCCAAAAACGGTCTTTCACCAATGGCAAGGGACATA

TTGCCTCATTCCTTTGCCACCCTGCCCCCTATACGATTGGTTCCTCAAATTCCGCA

TCCATTAAAAACAAGCCTCCCAAGGTACCATAGCAACCTTTCATCTGATCTTTCG

ATAGAACAAACCAAGAAACGACACATTCTTCAGAATAGCGTCAAAAGATATCTT

CCTGTTAATCATCTGAGCAGCACGAATAAAAACAATTTGACAGGCTACTTACAGA

CTTGCAGTTGGTGCACAAACATGCCGACTCGAATGTAGTAAGTAGATCTAACCAC

GAGAGTTTGGTGTGATCTCTGCAGTTTAAGCTAGTGAGCTGGTAGCAAGGGGCGA

TGGCGAGGCATAATGCAACAAAGCCTGTGACACTCATTCTTGCTGCACTGATGGT

TCTTTCAGCCACCGACAACGTCGAAGGTCGTCATCACGTCAGAGATGGAAAAAAC

TGGCGCAAAGCTCATGCAACTTTCTACGGGGGTGCTGATGCTTCAGGAACTATGG

GTAACTCTCTTCAACCTCTTGTTCAACTTCGGAGGCGTCCCATGAATCCTTACAAG

TAGTAATTAAAACTTAAGTTTCTTGACAATGTGTATCCTTCCTATCTATTTGGAAC

TAAACCATTCCTCTGCTCTGATCAGAAACTTGAATCAGCTGCAAAGAGAATAAGA

CGCAAATATACATGTATCAGAAAACTAACGAAGAGGACTACAAATTTTGGATCTC

TTCCATGTAGCTCTTGTCCATAAGGCACCACCTTATGGAGAAATTTTTTTTCGAAA

GTTTTGAATTCAGAGATCGGTTGACTAAATAGTAACCTTCGAATGTGCAGGCGGT

GCATGCGGTTACGGAAACCTCTACAGCACTGGCTATGGAGTCGATTCGACAGCTT

TGAGTACAGCTCTTTTCAACAATGGGGCAAAATGCGGAGCTTGTTTTGCGATCCA

ATGCTATCGTTCACAGTATTGCGTTCCAGGTTCACCTGTAATCACTGTCACAGCTA

CAAACTTCTGCCCTCCTAACCACAAAGGTGATGGCACGCCAGGATGGTGTAATCC

GCCAATGCGTCACTTCGACCTTGCGCAGCCTAGCTTCACCAAAATCGCTAAGTAT

AGAGCCGGCATCGTCCCCGTTCTCTTCAGAAGGTGTGCATTGCGTTGAAGACTGA

TTTGTAAATTGTGACTTTAAGCCTTAATTACTGAGGATGGAGACAGCTGTGCAAT

CACTTCGCAAATTAAACCATGCATGTTTTTAAGAAAACAGAAACGGCAGAACAA

ACCGTCAGCCAATTGAAAGAGATGTTCTGAAACTTAGTAAAAGAGGTTGTCTTAG

TCCTGTTTGGATTGGTAGTTTGATATTACGAAGTCCGTACTGACCAAAACTTTGTT

ATATGCCTTGCACAATGCAGGGTACCATGCGAGAAAAAAGGTGGCGTCAGGTTC

ACTATCAATGGAAATAAGTATTTCAATCTCGTCCTAGTTCACAATGTTGGTGGAA

AAGGCGATGTGCACGCAGTAGACATCAAGGGATCCAATACAGAATGGATTCCCA

TGAAGCGAAACTGGGGAATGAACTGGCAGACAGATGCTGTTATGACTGGCCAGG

CACTCTCCTTCCGAGTGACAACCAGTGATGGTAAGACCATAGTCTCTATGAACGC

AACGCCATCTCACTGGAGCTTCGGCCAGACCTTCGAGGGAGGTCAGTTCGCTATG

AATTGAATTCTGTAACCCCAAGAGCGGTGCCACTCGATGAATGCTTTAGGCGAAG



AGTTGATCCACAAGGGAACCTAGACGCAGTTGAGTCTCAATCTAGCTTCATGATA

TTTGTTGATACCTATACTGGATACCAATCGGCGTCTTGAATCCTCAACATCTACCT

TCCACGCTTTACCCAGATATCCCGAGATCTGGCCAACGTGAACGGTTTTGAAATT

TACCAATATCAGTAGCACATAAAACCCATGGGGTACAATGATTTGTAGGTAGTGC

GCAATCATGGGGATCCAGGATGTATTGCCAAAGAAACGCAAGAATTATCTACATT

TGACAATAAAAAGTTTGGCGGAACTGTAAACAGTGATTATGATTGGATCCTTTCG

CGTGGAGACTCAGTGGTTTGTTTATTATAGCAACGAGATATCACTCACAGAGATG

CACTGTCACTTGACTTGCAGCGTATTCTTTTAAAGAATTACTTTAAACCAGCGAAG

TGAGAATGCTTCACGACGAGGTCTACGCTGTTTGGGACCCCGATCTTGGTCGTCT

CGTCTTTCATCAGTATGTCCTCAGTCCACTATATCGGTCAGCACGACTTGGGATCC

TGGCCTTGGTCTATTAATCTCGCGTCAGTATGTCAGTCACTGCTACTGGGGGTCCT

ACCCTTGGAATGCTAATCTCGCGTCAGTATGTCCTCAGTCCACTATATCGGCCAGC

TCTACTTGAGGTCGTTCCACTACCTCGATTTCTGAACTATTTTCCAAGCTTTCGAT

CTTGATCTGGACAACAGCGTATTCTGAGAGGACGTTACTGTACTAGAACTCACCG

TTCGTCGCTGGGTGTAGACTTCAGCTCACTGTACACGCAGTTTGGCATCTTCCTCG

TCTCTTGAAAGTCTTGAAGAACTAACTCATGGACGAAGAAGATCATTGACTACAG

TTAGTCATCCTTGTGCAGAGGCATGTTAGCCTTCAAAGGTGTCGTTAGAGTCCAC

CGAGCAGGATACGGGAACCCCTTGGGTGCTTCCAGGTGTAAGTGCCACACCATGA

CCTTGAGACATCCAAGTGGTCGTCCTTCCATGTAGCTTTCATCCGGCACGAGCTGC

TCAATGAACGTCGTCTCCTGCACATGAAGAAAGCCGAAGGAAACTGAGAAATAG

TCAGAATGTGTGAAAAACAATGTGTATTACTCCAGAAAACTATACAAGTGCAC 


