
IDENTIFICATION 

Species: Elaeis guineensis 

Locus: XP_010921134 

Gene Model: XP_010921134.1 

Description: EgEXPA-10 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=txid51953[orgn]  

KEGG: https://www.genome.jp/entry/T03921  

EXTERNAL RESOURCES 

- 

https://www.ncbi.nlm.nih.gov/genome/?term=txid51953%5borgn
https://www.genome.jp/entry/T03921
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>EgEXPA-10 

MASPKCSLPNAVLSFFFSSLCFFASQALGDSGWQTGHATFYGGGDASGTMGGACGY

GNLYSQGYGTNTAALSTALFNNGLSCGACYEMQCANDPQWCLPGSIIVTATNFCPPN

YALPNDNGGWCNPPLQHFDLAEPAFLQISQYRAGIVPISFRRVPCVKKGGIRFTVNGH

SYFNLVLISNVGGAGDVNAVSIKGSKTGWQAMSQNWGQNWQSNAYLDGQSLSFQV

TTSDGRTVTSYDVVPANWQFGQTFEGGQF 

CDS (coding sequence) 

>EgEXPA-10 

CAAAAGCCACAACCTTTCCTCTCTCTCTCTCTCTCTCTACTCTAACCCTCCCCTCCT

CTCCAATGGCATCCCCAAAGTGCTCCCTCCCCAATGCTGTCCTCTCCTTCTTCTTTT

CTTCCTTGTGCTTCTTTGCATCACAAGCGTTGGGGGACTCCGGGTGGCAGACGGG

ACACGCCACATTCTACGGCGGTGGCGATGCCTCCGGCACAATGGGAGGGGCTTGT

GGGTACGGTAACCTCTACAGCCAGGGGTATGGGACCAACACTGCGGCCCTCAGC

ACCGCTCTCTTCAATAACGGGCTCAGCTGCGGCGCGTGCTACGAGATGCAGTGCG

CGAATGACCCCCAGTGGTGCCTCCCGGGCTCCATCATCGTCACCGCCACCAACTT

CTGCCCCCCCAACTACGCCCTCCCCAACGACAACGGTGGGTGGTGCAACCCTCCC

CTGCAGCACTTCGACCTCGCCGAGCCTGCCTTCCTCCAAATCTCCCAATACCGGG

CTGGCATCGTCCCCATCTCCTTCCGCCGGGTGCCCTGTGTGAAGAAGGGAGGGAT

AAGGTTCACCGTCAATGGCCACTCCTACTTCAACTTGGTGCTGATCTCCAATGTCG

GCGGGGCCGGCGACGTGAATGCGGTGTCGATCAAGGGGTCGAAGACCGGGTGGC

AGGCTATGTCGCAAAACTGGGGGCAGAACTGGCAGAGCAATGCATACCTCGACG

GTCAGAGCCTCTCCTTCCAGGTCACCACCAGCGACGGAAGGACTGTCACCAGCTA

CGATGTCGTGCCGGCCAACTGGCAGTTCGGCCAGACCTTCGAGGGAGGCCAATTC

TAGGCCTCGATCGCCACTGTTAAGGGTTTAAATTGTTTTTAAGGGTTTGGGAGGG

AAGCCTCTCTTGAAAGAGGTTGGGGCCTGGTTGAAAGCTGAGGTAGCTTTATGTA

CTAGCACCCGCTGAGAAAGGCCTATGGTAAATTTATTAGACATATAGGAGTTCGG

TTTGTTCCTTGTTGGCAATTTAGATTGAATGCCTTGTGGAAAATTCGGAAATCAAG

GCCTTGGGTGTATACCATAGGAATCCTCGAAACACAATATGTGATTGTGTGGAGG

ATGGTATAAAAATTAGAGGGAAGTATGATGCTTGTTTTGTCTATTTGAAACGTAC

GTAATATCTGTAACAGCTGATTGGTCTCAAATAAGAATAAGCAATATGTTATTTG

CAGTA 



Nucleotide 

>EgEXPA-10 

TCAATCTGGGTCCAAACATCCCATGGTACAGGGCGGATAAATTCTTTCCCCTTTGT

TGAAAAAAATACAATCACCAAGCCATTCGCGGCTGGCCATGTTCAGATGTACAGA

TAAGTGACTTGCTAGTCTCCCCCAACCATCTTGCTTCAAGGGCAGAAGCTTTGGT

AGACCATTTTTTTTTTTTTTTTTTTGATAGAAACAGACGATTACACCACTCTGATAT

AAATACGGTCTATAGGATCGGAATACAAAAGATTCCGCAAAACTGACAGGTATG

TATATATATTTGGTCTCTTTCGCACTTCATAAATCATTGACTTCAGACCTGATCAG

TACGCGATCAGAAAACCAAACTTGAACAACACTTCTGTGCAAATGGGTCAGGTTA

AAGCCTAGATTTTCTTTTTTTTCCTTGAAACTGAATAGGATCATCAAAAACTTGGC

TTATGGTCCCAGTCCTTAGAAAATAAAAATAATAATATAATAACAAAACAATCAA

GTACTGCAAATAACATATTGCTTATTCTTATTTGAGACCAATCAGCTGTTACAGAT

ATTACGTACGTTTCAAATAGACAAAACAAGCATCATACTTCCCTCTAATTTTTATA

CCATCCTCCACACAATCACATATTGTGTTTCGAGGATTCCTATGGTATACACCCAA

GGCCTTGATTTCCGAATTTTCCACAAGGCATTCAATCTAAATTGCCAACAAGGAA

CAAACCGAACTCCTATATGTCTAATAAATTTACCATAGGCCTTTCTCAGCGGGTG

CTAGTACATAAAGCTACCTCAGCTTTCAACCAGGCCCCAACCTCTTTCAAGAGAG

GCTTCCCTCCCAAACCCTTAAAAACAATTTAAACCCTTAACAGTGGCGATCGAGG

CCTAGAATTGGCCTCCCTCGAAGGTCTGGCCGAACTGCCAGTTGGCCGGCACGAC

ATCGTAGCTGGTGACAGTCCTTCCGTCGCTGGTGGTGACCTGGAAGGAGAGGCTC

TGACCGTCGAGGTATGCATTGCTCTGCCAGTTCTGCCCCCAGTTTTGCGACATAGC

CTGCCACCCGGTCTTCGACCCCTTGATCGACACCGCATTCACGTCGCCGGCCCCG

CCGACATTGGAGATCAGCACCAAGTTGAAGTAGGAGTGGCCATTGACGGTGAAC

CTTATCCCTCCCTTCTTCACACAGGGCACCCTGCAAGATATATATCAAGTAGTAGT

TAGTTCATAAAGATCACTCATTGAAGTCTTTGAGTCATGACTCCTTGGATATATAA

GATCGGTTACGCAATGCTCACCGGCGGAAGGAGATGGGGACGATGCCAGCCCGG

TATTGGGAGATTTGGAGGAAGGCAGGCTCGGCGAGGTCGAAGTGCTGCAGGGGA

GGGTTGCACCACCCACCGTTGTCGTTGGGGAGGGCGTAGTTGGGGGGGCAGAAG

TTGGTGGCGGTGACGATGATGGAGCCCGGGAGGCACCACTGGGGGTCATTCGCG

CACTGCATCTCGTAGCACGCGCCGCAGCTGAGCCCGTTATTGAAGAGAGCGGTGC

TGAGGGCCGCAGTGTTGGTCCCATACCCCTGGCTGTAGAGGTTACCGTACCCACA

AGCCCCTCCTGCAATCCAAACCAATTTGCACCAATGAGAACAATTAAGTTGGCAG

GTACCTAACACGTACAGTATAATACACTATGGATCAAGCCAGTTCAAATTAACTC

TAACTCACCCATTGTGCCGGAGGCATCGCCACCGCCGTAGAATGTGGCGTGTCCC

GTCTGCCACCCGGAGTCCCCCAACGCTTGTGATGCAAAGAAGCACAAGGAAGAA

AAGAAGAAGGAGAGGACAGCATTGGGGAGGGAGCACTTTGGGGATGCCATTGGA

GAGGAGGGGAGGGTTAGAGTAGAGAGAGAGAGAGAGAGAAGGTAANNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNTAGTAGAGAGAGAGAGAGAGAGAGGGAA



AGGTTGTGGCTTTTGCTGCTTGGTTAGTGAAGGAGAGGGAGGGGGGCTATATGTA

GGGGTGGGGAGGGGGCTGATTGCTTTTCTTTCCTTGTATAAAGAGACAAAGTTGG

TTGTCCTCACGTTGGCCCCGGGTAAAGCCTTCGAAGGGATTGCAGGGATTACGGA

AATCGAGCGCACATGCAATTGCTCTGGGTGAAGTACAAATGCTGGGCCCAATGG

GGCCCCTCACGCACATGCACCTTCTTCTCTCGGTTCTCCTCTCCGTGTCCGAGTCC

AATTCTCCACCGCTCTTTTAATTATGGGGTTGATTTGTGGGACAATCCTGTCTAAA

TATATGAATATGAATGCAGATTCCAAAAAGTTAATATACTTTAAGCTATCACTTT

ATAAAATGTACACTCAAATGGAATATGTAGTCACCAAACAGTTGGTAGACAAAC

AAATGTGACATATCAAGAGATGAAAAGGGAACGCAATTGTGTTAAAATTGCTGG

GAAAAACGCAAAATTACTGTA 




