IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.9G395100

Gene Model: Pahal.9G395100.1.p
Description: PhEXPB-29
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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Specific hits e Pollen_allerg 1

Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits d

Name Accession Description Interval E-value

[+ DPBB_EXPE_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 43-164 482e-77
[+] Pollen_allerg_1 pfam0135 Pollen allergen; This family contains allergens lol PI, PIl and PIIl from Lolium perenne 174-249 1.59¢-32
>PhEXPB-29

MGSLANNIAAVAAVLAALVAGGSCGPPKFPHGPNITANYNGLWLPARATWYGQPN
GAGPADNGGACGIKDVNLPPYSGMTACGNVPIFKDGKGCGSCYEIRCKAPDECSNNP
VTVFITDMNYEPIAPYHFDLSGKAFGALAKPGLNDKLRHCGIIDLEFRRVRCKYVGG
QKIVFHVEKGSNPNYLAVLVKFVAEDGDIVQMELKEKETPEWKPMKLSWGAIWRFD
TPKALKGPFSIRLTSESGKKLVATDVIPANWIPNTVYKSNIQF*

CDS (coding sequence)
>PhEXPB-29

ATGGGATCCCTCGCCAATAACATCGCGGCCGTGGCGGCCGTCCTGGCGGCGCTCG
TCGCCGGCGGCTCGTGCGGGCCCCCGAAGTTCCCGCATGGCCCCAACATCACGGC
CAACTACAACGGCCTGTGGCTTCCCGCCAGGGCCACCTGGTACGGCCAGCCCAAC
GGCGCCGGCCCCGCCGACAACGGCGGCGCGTGCGGGATCAAGGACGTCAACCTG
CCGCCCTACAGCGGCATGACGGCCTGCGGCAACGTCCCCATCTTCAAGGACGGCA
AGGGCTGCGGCTCATGCTACGAAATCAGATGCAAGGCGCCAGACGAGTGCTCTA
ACAACCCGGTGACGGTGTTCATCACCGACATGAACTACGAGCCCATCGCCCCCTA
CCATTTCGACCTCAGCGGCAAGGCCTTCGGCGCCCTGGCCAAGCCCGGCCTCAAC
GACAAGCTCCGCCACTGTGGCATCATCGACCTGGAGTTCAGGAGGGTGCGGTGCA
AGTACGTTGGCGGGCAGAAGATCGTGTTCCACGTGGAGAAGGGGTCAAACCCCA
ACTACCTGGCGGTGCTGGTGAAGTTCGTCGCGGAGGACGGTGACATCGTGCAGAT
GGAGCTCAAGGAGAAGGAGACGCCGGAGTGGAAGCCGATGAAGCTCTCGTGGGG
CGCCATCTGGAGGTTTGACACGCCCAAGGCGCTCAAGGGCCCCTTCTCCATCCGC
CTCACCAGCGAGTCCGGCAAGAAGCTCGTCGCCACCGACGTCATCCCGGCGAACT
GGATCCCCAACACAGTCTACAAGTCCAACATCCAGTTCTAG

Nucleotide
>PhEXPB-29

GCGACGGACCTCGCGACGATGAGCCAGCCTCAGGCCTATAGCTCCCTCCAACGCG
GGCCAGGCGCACGTCGGGTGCAGCGACCATCGACGACGCCGCGGCCGGCCGATT
GGTAGTTCCATCGCCACCACTTTCCTGTCCTGTCCCGCCTATAAATACCCCCCGGC



AATGTCCTCCGCCTCACACCATCCCAGCACAAACCAGACAGCAGCAGGTGGTGGT
GCCAAGCAGCAGCTAGCTAGCTAGCTGTTCATACATACAGCCTAGCTGAAGCTCC
TCCTTCCTGGCTGCTGCAAGCATGGCCGCCGCGCTCTTCTCCTTCAGGGCCGCCGC
GCTCGCCGCGCTCCTCCTCGCCGTGATCGCCGCCTGCGGCGCCCGCGCCCAGCAG
CAGCCCACCAACGCCTCCGACTCCCAGGAGAGATCCTTGCTGTCCTACAGCGGCG
GCTGGATCCCGGCCAAGGCCACCTGGTACGGCGCGCCCACCGGLGLLGGLLLLG
ACGACAACGGTAAGGACGAACCCCCGCGTGCCAAGATGCCTCTCCGTTTGTCCTG
TGCAAATTGCAATGCGGCTCACCCCCATGCCATTGCCTGATTGCCATGCCTTGGTT
CTTAATCTTGCCAGGCGGCGCGTGCGGCTTCAAGCACACCAACCAGTACCCCTTC
TCCTCCATGACGTCCTGCGGCAACGAGCCCATCTTCAAGGACGGCAAGGGCTGCG
GCTCCTGCTACCAGGTACTACTGCGTACTGACCACCACGGCGCCCACCGAACATG
CCAGATTAGCACAGTTGGTGCTGGCGCCCAGTCATTTTATTTGGTTGGTCAAATTA
AAGACGCCAGCATGTAGCGTCCGTAGCTAGCGAGCGCCCCACAGATTGCTCATCT
TGATGATGGGCAGCTAGGAGGAACGTGCATCCGTTGACCCTGTCGCGCCTGGCTT
TTACAGATTCGGTGCCTTAAGAGCAACCACCCCGCCTGCTCCGGCGTGCCGCAGA
CTGTGGTCATCACCGACATGAACTACTACCCGGTGGCCAAGTACCACTTCGACCT
CAGCGGCACGGCGTTCGGCTCCATGGCCAACTACGGCCTCAACGACAAGCTCCGC
CACGCCGGGATCATCGACATGCAGTTCAGGAGGTCCGCCGCCTGCACCACCACCA
CCACCATTTCTGACGCGCATTTCACTCCTCGATCTCTCGTTTTGTGAAAATTAACC
CGCCGATCTCTCTCGGCCGTTGTCTCTGGTGCTGCAGGGTTCCGTGCAACTTCCCC
GGCCTGACGATCAACTTCGTCGTCCAGCACGGCTCCAACCCCATGTACCTGGCGG
TGCTCGTCGAGTTCGAGGACAAGGACGGCGACGTGGTGCAGGTGGACATCATGC
AGCACAACTCCGGCCACTGGGAGCCGATGCACGAGTCCTGGGGATCCATCTGGA
GGATCGACCCCAACCGCCCGCTCAAGGGCCCCTACTCGCTGCGCATCACCAACGA
GTCCGGCAAGCAGCTGGTGGCCAAGAACATCATCCCGGACAACTACATCCCCAA
CACCAACTACCGCTCCTACGTCCAGTACTAACTGCGTGCTCCCCGTCGATCGGAT
CGATTATAGTGGCCGCCGTTGGCAATTGCGCTGAGGATTTTTCACCTCGGTTCCGT
TGTTGGTGTGTTTGTGCGTGTGTCCTGAAGGGGTGTGGGAAATTAGAGGAGGCAA
GCATCAACGTGTGCTCTCCCGCCCACTGTCACTCTACCATTACCAGTGTGTAACCA
GAAGATTATGGTTATAAATTATACATACAGTACGTGTGCTGCTATATATTAA



