
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin01G284000 

Gene Model: Misin01G284000.1.p 

Description: McsEXPB-04 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-04 

MASSSKVLALGALVFSLLVTYGSCARPAVNFTASDFTADPNWEAARATWYGAPTGA

GPDDDGGACGFKNVNLPPFSAMTSCGNQPLFKDGKGCGSCYQIRCQKHPACSGNPE

TVIITDMNYYPVAKYHFDLSGTAFGAMAKLGRNDELRHAGIIDIQFKRVPCNYPGQK

VTFHVEEGSNPVYFAVLVEFEDGDGDVVQVDLKEANSGYWTSMRESWGSIWRLDA

NHRLEAPFSLRITNESGRKLVANRVIPANWAANTYYRSIIQY* 

CDS (coding sequence) 

>McsEXPB-04 

ATGGCGTCCTCCTCCAAGGTGCTCGCACTTGGTGCGCTCGTCTTCTCCCTCCTTGT

CACGTATGGCTCGTGCGCTAGACCGGCGGTCAACTTTACCGCCTCCGACTTCACC

GCCGATCCCAACTGGGAGGCGGCCAGAGCCACCTGGTACGGTGCGCCCACCGGC

GCCGGCCCTGACGACGATGGTGGCGCCTGCGGGTTCAAGAACGTGAACCTGCCG

CCGTTCTCCGCGATGACATCGTGCGGCAACCAGCCCCTGTTCAAGGACGGCAAGG

GCTGCGGCTCCTGCTACCAGATACGATGCCAAAAGCACCCTGCCTGCTCGGGCAA

CCCAGAGACGGTGATCATCACTGACATGAACTACTACCCCGTGGCCAAGTACCAC

TTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGCTCGGCCGCAACGACG

AGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGAGTGCCCTGCAACTA

CCCCGGGCAGAAGGTGACGTTCCACGTCGAAGAGGGCTCCAACCCCGTCTACTTC

GCGGTGCTCGTCGAGTTCGAAGACGGCGACGGCGACGTGGTGCAGGTGGACCTC

AAGGAGGCCAACTCCGGCTACTGGACGTCGATGCGCGAGTCCTGGGGATCCATCT

GGAGGCTGGACGCCAACCATAGGCTGGAGGCGCCCTTCTCGCTGCGCATCACCAA

CGAGTCCGGCAGGAAGTTGGTGGCCAATCGGGTCATCCCAGCCAACTGGGCGGC

CAACACCTATTACCGCTCCATCATTCAGTATTAG 

Nucleotide 

>McsEXPB-04 

GCTATGCACGAATCTCCCGTTCCCAACACTGCATATATCAGACAAAGTGAAGGCG

CGCTGTACATCTCTTATGCACAGGATTAACAATCCCCAAGAATCCCTCTCTCAAA

AAAAAAAAAAAATCCCCAAGAATCAGAATCAGTGTATGAACCGGGCGTCCTAGC



AACTCTCGATAATACACACCACACCGTGCGATAACTGCCAAGAGGCCGTTGCTTT

TTGAATAGTTCACTCGTGATCCGAACCCTCCGTTTCTCGCATGATTTGCTCCGTAG

CCATGTGACCCCTACATACCAAAGGCCAAAGCACCACGCCGACGGGCGCAACGG

CCGTTGATCGATGGCGATCGCCGCGGGCGCGGTAGCTGCCTTCCTTGGAGATTCT

TTTCCGGTCTATAAATACCCCGGCACGGTGCTCCTTCCAGATCATCGAAAGGCAG

AGGCGCAGAGCTCCTCCTGTCAGCCAAAGAAGCTACCCCTTTTCGTGTAACTCTA

CTAGCAGCTATGGCGTCCTCCTCCAAGGTGCTCGCACTTGGTGCGCTCGTCTTCTC

CCTCCTTGTCACGTATGGCTCGTGCGCTAGACCGGCGGTCAACTTTACCGCCTCCG

ACTTCACCGCCGATCCCAACTGGGAGGCGGCCAGAGCCACCTGGTACGGTGCGCC

CACCGGCGCCGGCCCTGACGACGATGGTAAGTACGTGTAGACGACGTCGTTGCA

AGGCGCAGGATCGCATGTTTTGCCTTTGTCATGTACTCTACTCTACTGCATGTCTG

CATGTTGTGCTTTTGGCTTAACGCGCGGTATCCATTGATCTGCAGGTGGCGCCTGC

GGGTTCAAGAACGTGAACCTGCCGCCGTTCTCCGCGATGACATCGTGCGGCAACC

AGCCCCTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACCAGGTACGTAGCTA

GATTAATTGGTCAGACGAAACTCCTTTAATTCGCTGCCTGCCCTGCCTTAATAGAA

ACGGAAAGCTCGAGCATGACTTCTGACTAACTCCGTTTTATTTTCTTTCCTACTAG

ATACGATGCCAAAAGCACCCTGCCTGCTCGGGCAACCCAGAGACGGTGATCATC

ACTGACATGAACTACTACCCCGTGGCCAAGTACCACTTCGACCTCAGCGGCACGG

CGTTCGGCGCCATGGCCAAGCTCGGCCGCAACGACGAGCTCCGCCACGCCGGCAT

CATCGACATCCAGTTCAAGAGGTGGGTATCGCCGTATCGTCGTCATGCGCAGTTG

CACATGCACTGCACGTTGTACAGAGCCACGAACCCACAATTTGCAGGCCCCACCT

GAATGAACAGAATATAAGCTCGACCGTCCAGGTCCAGCTACTACACCTGTGCTGC

TGCATGTGGAGCTCTTGTAGATTTTTAGGACTGTTGTCGGACTGGACTAGACTAA

AGGAAACATGTCACATGCAGAGTGCCCTGCAACTACCCCGGGCAGAAGGTGACG

TTCCACGTCGAAGAGGGCTCCAACCCCGTCTACTTCGCGGTGCTCGTCGAGTTCG

AAGACGGCGACGGCGACGTGGTGCAGGTGGACCTCAAGGAGGCCAACTCCGGCT

ACTGGACGTCGATGCGCGAGTCCTGGGGATCCATCTGGAGGCTGGACGCCAACC

ATAGGCTGGAGGCGCCCTTCTCGCTGCGCATCACCAACGAGTCCGGCAGGAAGTT

GGTGGCCAATCGGGTCATCCCAGCCAACTGGGCGGCCAACACCTATTACCGCTCC

ATCATTCAGTATTAGCTCTGCGACTGCGCTCTGATTCATTCGGTGTCATTGGCTTT

CATCGGAACTGTTTGTAATTGTATCTTGGGTGCATAGGATTGCGGTGCCTTGACTA

GCTAGTCGGTGAGCCGTCAAGATATTGACAGAGTAGGAGATGAGGAAGCAAGTT

TGGATGTGCTTTCCCGCTCACTGTCAATACATGAATCAGTGTGATCAAGGTTATA

AATTACTCCTATAAAGCAGCTTCTCAGTGGCATT 




