
IDENTIFICATION 

Species: Setaria italica 

Locus: Seita.9G326700 

Gene Model: Seita.9G326700.1.p 

Description: SitEXPB-24 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2  

KEGG: https://www.genome.jp/entry/gn:T02818  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SitEXPB-24 

MAARAAALVVALLAVLVAHGVRAHPELNHTSSAARQLRGSGGWLPAKATWYGAP

NGAGPDDNGGACGFKHTNQYPFMSMTSCGNQPLFKDGQGCGACYQIKCTNKNNPA

CSGQPKTVMITDMNYYPVAKYHFDLSGTAFGALARPGLNDLLRHAGIIDIEFRRVSC

DNRGLTINFHVEQGSNPVYLAVLVQYANKEGTVSQMDLLESGSRYWTPMRRSWGS

VWRLDSNHPLRAPFSLRIRGESRRTLVAYNVIPANWRPNTDYRSYVQY* 

CDS (coding sequence) 

>SitEXPB-24 

ATGGCCGCCCGGGCAGCTGCACTCGTCGTCGCCCTCCTCGCCGTGCTTGTCGCCC

ATGGCGTCCGAGCACACCCGGAGTTGAACCACACCTCCTCCGCCGCCCGCCAACT

CCGCGGCTCCGGAGGCTGGCTCCCGGCCAAGGCCACATGGTACGGCGCGCCCAA

CGGCGCCGGCCCCGACGACAACGGTGGCGCGTGCGGGTTCAAGCACACGAACCA

GTACCCGTTCATGTCCATGACGTCGTGCGGCAACCAGCCCCTGTTCAAGGACGGC

CAGGGCTGCGGAGCATGCTACCAGATAAAGTGCACCAACAAGAACAACCCCGCC

TGCTCCGGCCAGCCCAAGACGGTGATGATCACGGACATGAACTACTACCCGGTGG

CCAAGTACCACTTCGACCTGAGCGGCACTGCGTTCGGCGCGCTGGCGCGGCCGGG

CCTGAACGACCTGCTCCGGCACGCCGGCATCATCGACATCGAGTTCCGGCGGGTG

TCCTGCGACAACCGGGGCCTGACCATCAACTTCCACGTGGAGCAGGGGTCCAACC

CCGTGTACCTCGCCGTGCTGGTCCAGTACGCCAACAAGGAAGGCACCGTGTCGCA

GATGGACCTCCTCGAGTCCGGCTCCCGCTACTGGACGCCGATGCGCCGCTCCTGG

GGCTCCGTCTGGCGCCTCGACTCCAACCACCCGCTGCGCGCGCCCTTTTCCCTGCG

CATCCGCGGCGAGTCACGCAGGACGCTCGTCGCCTACAACGTCATCCCGGCCAAC

TGGAGGCCCAACACCGACTACCGCTCCTACGTCCAGTACTAA 

Nucleotide 

>SitEXPB-24 

AACACATAAGCCAACAAGTACACAGACAGAAGGTTCTTCTTGGCTTACAAGCTGA

GATAGATGGCCGCCCGGGCAGCTGCACTCGTCGTCGCCCTCCTCGCCGTGCTTGT

CGCCCATGGCGTCCGAGCACACCCGGAGTTGAACCACACCTCCTCCGCCGCCCGC



CAACTCCGCGGCTCCGGAGGCTGGCTCCCGGCCAAGGCCACATGGTACGGCGCG

CCCAACGGCGCCGGCCCCGACGACAACGGTATGTATGCGTTCGTTGCCGCTAATT

AGCGCTGTCGTGTTAACATGATGTTGCATTGGTTTCGCATGCCGTGTGCCGTGGTG

GCTGACATTGTGTCGTGCATCCCCCGATGGTTTCTGCAGGTGGCGCGTGCGGGTT

CAAGCACACGAACCAGTACCCGTTCATGTCCATGACGTCGTGCGGCAACCAGCCC

CTGTTCAAGGACGGCCAGGGCTGCGGAGCATGCTACCAGGTATCTCCGTTTTAAA

TTATAAATTATTTTAATTTTTTTGAAAGTCAAATCATTTTATATTTGACTTAAATCA

TATGGCATCAAATAGATATACTATAAAAATATATTTAATGAAGAAACTAATAGTA

TTTATTTGGTATCTTAATATTTTATTATATAAATTTAGTCAAAGATGATATTTTGGT

TCTAAAAATAACGGGAGGAGTAGCGGTTAAATTACCCGGATCATTTAATTCACAA

GATCGCTCGGTCAAATGTACAGACCTACACTGCCAGAGTAGTAGAAGTAGTATAT

TTTTTCCTCGAAGTTAACGACATTTTTTAGTAGCCACTAGACTGAGGACTACTAGA

ATTAATTCTCGAAGTCAAACTAAAACATGCAAAGCGCATCTTTTCACGTTCTCTGC

TAACTTAATTACTAAACTCCAGATAAAGTGCACCAACAAGAACAACCCCGCCTGC

TCCGGCCAGCCCAAGACGGTGATGATCACGGACATGAACTACTACCCGGTGGCC

AAGTACCACTTCGACCTGAGCGGCACTGCGTTCGGCGCGCTGGCGCGGCCGGGCC

TGAACGACCTGCTCCGGCACGCCGGCATCATCGACATCGAGTTCCGGCGGGTGTC

CTGCGACAACCGGGGCCTGACCATCAACTTCCACGTGGAGCAGGGGTCCAACCCC

GTGTACCTCGCCGTGCTGGTCCAGTACGCCAACAAGGAAGGCACCGTGTCGCAGA

TGGACCTCCTCGAGTCCGGCTCCCGCTACTGGACGCCGATGCGCCGCTCCTGGGG

CTCCGTCTGGCGCCTCGACTCCAACCACCCGCTGCGCGCGCCCTTTTCCCTGCGCA

TCCGCGGCGAGTCACGCAGGACGCTCGTCGCCTACAACGTCATCCCGGCCAACTG

GAGGCCCAACACCGACTACCGCTCCTACGTCCAGTACTAATCAGCTTGGTGGGTT

CGGTTGTTGATTTTATTTTGGTACCGTACCGTGTGATTATTGCAAATTTTCATTTTG

CAATGGGTTTGGCGATTTTTCAGTAACGTGTGTGTGTCCTTGTGTGTGTGCGCGCG

CGCGCACTTGGGGCGCGTGGGAAATGGAGGAGGCAAAGTGTGTTATACATGTGT

GCTAGCTCTCCCGCCCACCGGCGAAAGTGCGTACAACTAGTGTGCGTTCCATGAC

TAGAGTGATATACAGCGTGTAACCAAATCGCGGGGGTTATGCCTCGTCAATGGAT

CATTAATAACTACTTTGTCGATCACATGATTCCGATTATATATTCTAGTAGATGCG

GATCCACAGCACACTTTATTATGAGCTTTTCAGATCAGAGATCACCGTAGAAACC

GCATTGCACTGTTTTTACATTAGCAGA 


