IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.001G306500

Gene Model: Sobic.001G306500.2.p
Description: SbEXPB-18

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086

GENE STRUCTURE

ShEXPE-18 —
3

L L 1 1 1 1 1 1
tibp 2kbp 400bp Gikinp HiKbp 1000bp 1300bp 13006p

Legend:
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DOMAIN ARCHITECTURE

Specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value

[+ DPBB_EXPB_N 422275 N-terminal double-psi beta-barre! fold domain of the beta-expansin subfamily, Beta-expansins 40-142 6.12e-62
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pll and Pl from Lolium perenne 150-224 161e-29

MGSLANKIVAMAAVLAALVTGGSCAPKKFPPGPNITTNYNGGACGIKNVNLPPYNGF
TACGNVPIFKDGKGCGSCYEVRCKEMPECSGNPITVFITDMNYEPIAPYHFDFSGKAF
GSLAKPGLNDKLRHCGIMNVEFRRVRCKLGGKIMFHVEKGSNPNYLAVLVKNVADD
GNIVLMELEDKASPGFKPMKQSWGAVWRFDTPKPVKGPFSIRLTSESGKKLVAPNVI
PATWKPDTLYNSNIQF*

CDS (coding sequence)
>ShEXPB-18

ATGGGATCCCTCGCCAACAAAATCGTGGCCATGGCGGCTGTCCTTGCGGCGCTCG
TCACCGGCGGCTCGTGCGCGCCCAAGAAGTTCCCGCCTGGCCCCAACATCACAAC
CAACTACAACGGCGGTGCGTGCGGAATCAAGAACGTGAACCTGCCACCCTACAA
TGGCTTCACGGCCTGCGGTAACGTCCCCATCTTCAAGGATGGCAAGGGCTGCGGC
TCATGCTACGAGGTGAGATGCAAGGAAATGCCAGAGTGTTCGGGCAACCCGATC
ACGGTGTTCATCACCGACATGAACTATGAGCCCATCGCACCCTACCACTTTGACT
TCAGCGGCAAGGCCTTCGGCTCCCTAGCAAAGCCTGGGCTCAACGACAAGCTCCG
CCACTGCGGCATCATGAACGTGGAGTTCAGGAGGGTGCGGTGCAAGCTTGGGGG
CAAGATCATGTTCCACGTTGAGAAGGGGTCCAACCCCAACTACCTGGCCGTGCTG
GTCAAGAACGTGGCGGACGACGGCAACATCGTGCTCATGGAACTCGAGGACAAG
GCGTCGCCGGGGTTCAAGCCAATGAAGCAATCCTGGGGCGCCGTGTGGAGGTTTG
ACACACCCAAGCCGGTCAAGGGCCCCTTCTCCATCCGCCTCACCAGCGAGTCCGG
CAAGAAGCTCGTCGCCCCGAACGTCATCCCGGCGACCTGGAAGCCCGACACCCTC
TACAACTCCAACATCCAGTTCTAA

Nucleotide
>ShEXPB-18

AATCACAAACACACAGAGCGACATTCGTTGAATATCACAGTTGAGCGCAAAGAA

GACACCCGCGATGGGATCCCTCGCCAACAAAATCGTGGCCATGGCGGCTGTCCTT
GCGGCGCTCGTCACCGGCGGCTCGTGCGCGCCCAAGAAGTTCCCGLCCTGGLCCCCA
ACATCACAACCAACTACAACGGCCAGTGGCTCTCTGCCAGGGCCACCTGGTACGG



CCAGCCCAACGGCGCCGGCCCTGACGACAACGGTATGTAAAGTAGTAGGTTAGG
TTGCCTTGAGATTGGGAATTTTAATTTGGCTGGCAGCCGGTCAGCCGATCGATCG
ATCGATCATGCATGCATGTGTTAATATGATGCAGGCGGTGCGTGCGGAATCAAGA
ACGTGAACCTGCCACCCTACAATGGCTTCACGGCCTGCGGTAACGTCCCCATCTT
CAAGGATGGCAAGGGCTGCGGCTCATGCTACGAGGTATGTACATTATATATATAG
CAACCAAACCAAACAACACATGCATGAGAGAGAGAGAGAGAGATCATCTCGCTA
GGTGATCTTACATACATGCAGGTGAGATGCAAGGAAATGCCAGAGTGTTCGGGC
AACCCGATCACGGTGTTCATCACCGACATGAACTATGAGCCCATCGCACCCTACC
ACTTTGACTTCAGCGGCAAGGCCTTCGGCTCCCTAGCAAAGCCTGGGCTCAACGA
CAAGCTCCGCCACTGCGGCATCATGAACGTGGAGTTCAGGAGGTAAATGCATATA
TTTTCATGCATGCTATATTGTTGGTCAAGACGATGACGATCTCAGAAAACACTAT
ATATAGCTTCTCCATGATCGATCGATCTGTGTGTATATGCCAATATGCCATGCATG
CACACGATGAAACAGGCAACAAAACTTACACGCCGTCCCGTCGTCCTACATGCAG
GGTGCGGTGCAAGCTTGGGGGCAAGATCATGTTCCACGTTGAGAAGGGGTCCAA
CCCCAACTACCTGGCCGTGCTGGTCAAGAACGTGGCGGACGACGGCAACATCGT
GCTCATGGAACTCGAGGACAAGGCGTCGCCGGGGTTCAAGCCAATGAAGCAATC
CTGGGGCGCCGTGTGGAGGTTTGACACACCCAAGCCGGTCAAGGGCCCCTTCTCC
ATCCGCCTCACCAGCGAGTCCGGCAAGAAGCTCGTCGCCCCGAACGTCATCCCGG
CGACCTGGAAGCCCGACACCCTCTACAACTCCAACATCCAGTTCTAATAGACTTT
GCATGCCCTTCATCCGGCCTCTTATGCCTCTTATGTTTATTTGCATGAGAGAATGC
ACCGCTAATAAATAGTAGTACTGAGTCTTCTGCATTCTAGCTAGTATGTGATCCCT
GTTGTTGTTCGGGCTCATGATCGAATTCCAAACAGTGGAAAATAAAAGGTTGAAT
ATATGTATCGTCATTGATGGATACTTGAAATGTGCTATTCTTCTAAACTTCAAACT
GTTCCAACATATATAATCTATATATACGGCATCCACAGTTTGGTAACAATTGGCA
ATGGCG



