
IDENTIFICATION 

Species: Sorghum bicolor 

Locus: Sobic.001G306500 

Gene Model: Sobic.001G306500.2.p 

Description: SbEXPB-18 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1 

KEGG: https://www.genome.jp/entry/T01086  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbEXPB-18 

MGSLANKIVAMAAVLAALVTGGSCAPKKFPPGPNITTNYNGGACGIKNVNLPPYNGF

TACGNVPIFKDGKGCGSCYEVRCKEMPECSGNPITVFITDMNYEPIAPYHFDFSGKAF

GSLAKPGLNDKLRHCGIMNVEFRRVRCKLGGKIMFHVEKGSNPNYLAVLVKNVADD

GNIVLMELEDKASPGFKPMKQSWGAVWRFDTPKPVKGPFSIRLTSESGKKLVAPNVI

PATWKPDTLYNSNIQF* 

CDS (coding sequence) 

>SbEXPB-18 

ATGGGATCCCTCGCCAACAAAATCGTGGCCATGGCGGCTGTCCTTGCGGCGCTCG

TCACCGGCGGCTCGTGCGCGCCCAAGAAGTTCCCGCCTGGCCCCAACATCACAAC

CAACTACAACGGCGGTGCGTGCGGAATCAAGAACGTGAACCTGCCACCCTACAA

TGGCTTCACGGCCTGCGGTAACGTCCCCATCTTCAAGGATGGCAAGGGCTGCGGC

TCATGCTACGAGGTGAGATGCAAGGAAATGCCAGAGTGTTCGGGCAACCCGATC

ACGGTGTTCATCACCGACATGAACTATGAGCCCATCGCACCCTACCACTTTGACT

TCAGCGGCAAGGCCTTCGGCTCCCTAGCAAAGCCTGGGCTCAACGACAAGCTCCG

CCACTGCGGCATCATGAACGTGGAGTTCAGGAGGGTGCGGTGCAAGCTTGGGGG

CAAGATCATGTTCCACGTTGAGAAGGGGTCCAACCCCAACTACCTGGCCGTGCTG

GTCAAGAACGTGGCGGACGACGGCAACATCGTGCTCATGGAACTCGAGGACAAG

GCGTCGCCGGGGTTCAAGCCAATGAAGCAATCCTGGGGCGCCGTGTGGAGGTTTG

ACACACCCAAGCCGGTCAAGGGCCCCTTCTCCATCCGCCTCACCAGCGAGTCCGG

CAAGAAGCTCGTCGCCCCGAACGTCATCCCGGCGACCTGGAAGCCCGACACCCTC

TACAACTCCAACATCCAGTTCTAA 

Nucleotide 

>SbEXPB-18 

AATCACAAACACACAGAGCGACATTCGTTGAATATCACAGTTGAGCGCAAAGAA

GACACCCGCGATGGGATCCCTCGCCAACAAAATCGTGGCCATGGCGGCTGTCCTT

GCGGCGCTCGTCACCGGCGGCTCGTGCGCGCCCAAGAAGTTCCCGCCTGGCCCCA

ACATCACAACCAACTACAACGGCCAGTGGCTCTCTGCCAGGGCCACCTGGTACGG



CCAGCCCAACGGCGCCGGCCCTGACGACAACGGTATGTAAAGTAGTAGGTTAGG

TTGCCTTGAGATTGGGAATTTTAATTTGGCTGGCAGCCGGTCAGCCGATCGATCG

ATCGATCATGCATGCATGTGTTAATATGATGCAGGCGGTGCGTGCGGAATCAAGA

ACGTGAACCTGCCACCCTACAATGGCTTCACGGCCTGCGGTAACGTCCCCATCTT

CAAGGATGGCAAGGGCTGCGGCTCATGCTACGAGGTATGTACATTATATATATAG

CAACCAAACCAAACAACACATGCATGAGAGAGAGAGAGAGAGATCATCTCGCTA

GGTGATCTTACATACATGCAGGTGAGATGCAAGGAAATGCCAGAGTGTTCGGGC

AACCCGATCACGGTGTTCATCACCGACATGAACTATGAGCCCATCGCACCCTACC

ACTTTGACTTCAGCGGCAAGGCCTTCGGCTCCCTAGCAAAGCCTGGGCTCAACGA

CAAGCTCCGCCACTGCGGCATCATGAACGTGGAGTTCAGGAGGTAAATGCATATA

TTTTCATGCATGCTATATTGTTGGTCAAGACGATGACGATCTCAGAAAACACTAT

ATATAGCTTCTCCATGATCGATCGATCTGTGTGTATATGCCAATATGCCATGCATG

CACACGATGAAACAGGCAACAAAACTTACACGCCGTCCCGTCGTCCTACATGCAG

GGTGCGGTGCAAGCTTGGGGGCAAGATCATGTTCCACGTTGAGAAGGGGTCCAA

CCCCAACTACCTGGCCGTGCTGGTCAAGAACGTGGCGGACGACGGCAACATCGT

GCTCATGGAACTCGAGGACAAGGCGTCGCCGGGGTTCAAGCCAATGAAGCAATC

CTGGGGCGCCGTGTGGAGGTTTGACACACCCAAGCCGGTCAAGGGCCCCTTCTCC

ATCCGCCTCACCAGCGAGTCCGGCAAGAAGCTCGTCGCCCCGAACGTCATCCCGG

CGACCTGGAAGCCCGACACCCTCTACAACTCCAACATCCAGTTCTAATAGACTTT

GCATGCCCTTCATCCGGCCTCTTATGCCTCTTATGTTTATTTGCATGAGAGAATGC

ACCGCTAATAAATAGTAGTACTGAGTCTTCTGCATTCTAGCTAGTATGTGATCCCT

GTTGTTGTTCGGGCTCATGATCGAATTCCAAACAGTGGAAAATAAAAGGTTGAAT

ATATGTATCGTCATTGATGGATACTTGAAATGTGCTATTCTTCTAAACTTCAAACT

GTTCCAACATATATAATCTATATATACGGCATCCACAGTTTGGTAACAATTGGCA

ATGGCG 


