IDENTIFICATION

Species: Setaria italica

Locus: Seita.4G006000

Gene Model: Seita.4G006000.1.p
Description: SitEXPA-10
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES
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Query seq,
specific hits B | Pollen_allerg 1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits e
+ Name Accession Description Interval E-value

[+] DPBB_EXPA_N 022274 N-terminal double-psi beta-barrel fold domain of the alpha-expansin subfamily; Alpha-expansins 32-161 4.95e-70
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, PIl and Plil from Lolium perenne. 174-245 493e-13

MATTPAIMVALIVAAAAQVASAYYQQPFKTSDWQDAHATFYGEDSGLGADFGGAC
GFGANDIVSLYSTYTAALSTPLFADGNGCGQCYEIRCVNSRWCNPGSPTVTLTATNL
CPPNVYLPNDNGGWCNPPRQHFDMAPPSFYRLAQRVAGIIPVQFRRVPCQRRGGVRL
CLQGNYYWLLVYVMNVAGGGDVSSLAVKRAGEPDCNYKHASHNWGITYQVFGTL
GNVQGLVVRMTSYSSPQQTIVVSDAIPAGWITGLCYQGSNNFY™*

CDS (coding sequence)
>SItEXPA-10

ATGGCGACAACTCCAGCGATCATGGTGGCATTGATCGTGGCAGCGGCGGCGCAG
GTGGCGAGCGCGTACTACCAGCAGCCCTTCAAGACGTCCGACTGGCAGGACGCC
CACGCCACCTTCTACGGCGAAGACTCCGGCCTCGGAGCAGACTTCGGCGGCGLGT
GCGGGTTCGGCGCCAACGACATCGTGTCTCTCTACTCGACGTACACGGCGGCGCT
GAGCACGCCGCTGTTCGCCGACGGCAACGGGTGCGGGCAGTGCTACGAGATCCG
GTGCGTCAACTCCCGGTGGTGCAACCCCGGCTCGCCGACGGTGACCCTCACCGCC
ACCAACCTCTGCCCGCCCAACGTGTACCTCCCCAACGACAACGGCGGGTGGTGCA
ACCCGCCGCGGCAGCACTTCGACATGGCGCCGCCCTCCTTCTACCGCCTCGCCCA
GCGGGTCGCCGGCATCATCCCCGTCCAGTTCCGCCGCGTGCCCTGCCAGAGGCGA
GGCGGGGTCAGGCTCTGCCTCCAGGGCAACTACTACTGGCTCCTCGTCTACGTCA
TGAACGTCGCCGGCGGAGGCGACGTCTCCTCCCTGGCCGTCAAGAGGGLCCGGLG
AGCCAGACTGCAACTACAAGCACGCAAGCCACAACTGGGGGATCACGTACCAGG
TCTTCGGCACGCTCGGCAACGTGCAGGGGCTCGTCGTCAGGATGACCAGCTACAG
CTCGCCGCAGCAGACCATCGTCGTCAGCGACGCCATCCCCGCCGGATGGATCACC
GGACTCTGCTACCAGGGATCCAACAACTTCTACTGA

Nucleotide
>SItEXPA-10

ACATCGCCGTTATCCATCCATCGATCAAGACCTAGCCGTTGTCGTCGAGCCATGG
CGACAACTCCAGCGATCATGGTGGCATTGATCGTGGCAGCGGCGGCGCAGGTGG
CGAGCGCGTACTACCAGCAGCCCTTCAAGACGTCCGACTGGCAGGACGCCCACG



CCACCTTCTACGGCGAAGACTCCGGCCTCGGAGCAGACTTCGGTATGTATTGTTG
TGTTGTGTATATACGTATATGCATGTGTATGTGTATATACTGTACATACGATCATC
ATCAATGCTGCCAATGCAACTTACAGGCGGCGCGTGCGGGTTCGGCGCCAACGAC
ATCGTGTCTCTCTACTCGACGTACACGGCGGCGCTGAGCACGCCGCTGTTCGCCG
ACGGCAACGGGTGCGGGCAGTGCTACGAGATCCGGTGCGTCAACTCCCGGTGGT
GCAACCCCGGCTCGCCGACGGTGACCCTCACCGCCACCAACCTCTGCCCGCCCAA
CGTGTACCTCCCCAACGACAACGGCGGGTGGTGCAACCCGCCGCGGCAGCACTTC
GACATGGCGCCGCCCTCCTTCTACCGCCTCGCCCAGCGGGTCGCCGGCATCATCC
CCGTCCAGTTCCGCCGCGTGCCCTGCCAGAGGCGAGGCGGGGTCAGGCTCTGCCT
CCAGGGCAACTACTACTGGCTCCTCGTCTACGTCATGAACGTCGCCGGCGGAGGC
GACGTCTCCTCCCTGGCCGTCAAGAGGGCCGGCGAGCCAGACTGCAACTACAAG
CACGCAAGCCACAACTGGGGGATCACGTACCAGGTCTTCGGCACGCTCGGCAAC
GTGCAGGGGCTCGTCGTCAGGATGACCAGCTACAGCTCGCCGCAGCAGACCATC
GTCGTCAGCGACGCCATCCCCGCCGGATGGATCACCGGACTCTGCTACCAGGGAT
CCAACAACTTCTACTGATTAATCAATTGCCTGACGAGCTGATGATGATCCAGGGG
CCGCCCGGCCGATCGATCGATCGATCAAAGCTGCTACTGCTAGCTGGAGTTCAAT
TTTTTTTTTGGATATACATGCACATGCACCTGCTTCTTCATTCGTTTTGTTCTCAAC
TTCAATTATTATTATGTATATTATTTGTCCCTGCGTTTCTTGGATCGATATTATGCT
CCCTTTATTTGGGTTCAATTTCGTAGGATGGCAGTGCTAATCGATCGATCTTCTCC
GGGTTAAGTGTGTGCGTATGTGTTTCTTTTTTTATATATAAAAAGGATTCTTTTGT
CAAATGTACCTTAACTATGTGATGTACTACCGG




