
IDENTIFICATION 

Species: Setaria italica 

Locus: Seita.4G006000 

Gene Model: Seita.4G006000.1.p 

Description: SitEXPA-10 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2  

KEGG: https://www.genome.jp/entry/gn:T02818  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

 

SEQUENCES 

Peptide 

>SitEXPA-10 

MATTPAIMVALIVAAAAQVASAYYQQPFKTSDWQDAHATFYGEDSGLGADFGGAC

GFGANDIVSLYSTYTAALSTPLFADGNGCGQCYEIRCVNSRWCNPGSPTVTLTATNL

CPPNVYLPNDNGGWCNPPRQHFDMAPPSFYRLAQRVAGIIPVQFRRVPCQRRGGVRL

CLQGNYYWLLVYVMNVAGGGDVSSLAVKRAGEPDCNYKHASHNWGITYQVFGTL

GNVQGLVVRMTSYSSPQQTIVVSDAIPAGWITGLCYQGSNNFY* 

CDS (coding sequence) 

>SitEXPA-10 

ATGGCGACAACTCCAGCGATCATGGTGGCATTGATCGTGGCAGCGGCGGCGCAG

GTGGCGAGCGCGTACTACCAGCAGCCCTTCAAGACGTCCGACTGGCAGGACGCC

CACGCCACCTTCTACGGCGAAGACTCCGGCCTCGGAGCAGACTTCGGCGGCGCGT

GCGGGTTCGGCGCCAACGACATCGTGTCTCTCTACTCGACGTACACGGCGGCGCT

GAGCACGCCGCTGTTCGCCGACGGCAACGGGTGCGGGCAGTGCTACGAGATCCG

GTGCGTCAACTCCCGGTGGTGCAACCCCGGCTCGCCGACGGTGACCCTCACCGCC

ACCAACCTCTGCCCGCCCAACGTGTACCTCCCCAACGACAACGGCGGGTGGTGCA

ACCCGCCGCGGCAGCACTTCGACATGGCGCCGCCCTCCTTCTACCGCCTCGCCCA

GCGGGTCGCCGGCATCATCCCCGTCCAGTTCCGCCGCGTGCCCTGCCAGAGGCGA

GGCGGGGTCAGGCTCTGCCTCCAGGGCAACTACTACTGGCTCCTCGTCTACGTCA

TGAACGTCGCCGGCGGAGGCGACGTCTCCTCCCTGGCCGTCAAGAGGGCCGGCG

AGCCAGACTGCAACTACAAGCACGCAAGCCACAACTGGGGGATCACGTACCAGG

TCTTCGGCACGCTCGGCAACGTGCAGGGGCTCGTCGTCAGGATGACCAGCTACAG

CTCGCCGCAGCAGACCATCGTCGTCAGCGACGCCATCCCCGCCGGATGGATCACC

GGACTCTGCTACCAGGGATCCAACAACTTCTACTGA 

Nucleotide 

>SitEXPA-10 

ACATCGCCGTTATCCATCCATCGATCAAGACCTAGCCGTTGTCGTCGAGCCATGG

CGACAACTCCAGCGATCATGGTGGCATTGATCGTGGCAGCGGCGGCGCAGGTGG

CGAGCGCGTACTACCAGCAGCCCTTCAAGACGTCCGACTGGCAGGACGCCCACG



CCACCTTCTACGGCGAAGACTCCGGCCTCGGAGCAGACTTCGGTATGTATTGTTG

TGTTGTGTATATACGTATATGCATGTGTATGTGTATATACTGTACATACGATCATC

ATCAATGCTGCCAATGCAACTTACAGGCGGCGCGTGCGGGTTCGGCGCCAACGAC

ATCGTGTCTCTCTACTCGACGTACACGGCGGCGCTGAGCACGCCGCTGTTCGCCG

ACGGCAACGGGTGCGGGCAGTGCTACGAGATCCGGTGCGTCAACTCCCGGTGGT

GCAACCCCGGCTCGCCGACGGTGACCCTCACCGCCACCAACCTCTGCCCGCCCAA

CGTGTACCTCCCCAACGACAACGGCGGGTGGTGCAACCCGCCGCGGCAGCACTTC

GACATGGCGCCGCCCTCCTTCTACCGCCTCGCCCAGCGGGTCGCCGGCATCATCC

CCGTCCAGTTCCGCCGCGTGCCCTGCCAGAGGCGAGGCGGGGTCAGGCTCTGCCT

CCAGGGCAACTACTACTGGCTCCTCGTCTACGTCATGAACGTCGCCGGCGGAGGC

GACGTCTCCTCCCTGGCCGTCAAGAGGGCCGGCGAGCCAGACTGCAACTACAAG

CACGCAAGCCACAACTGGGGGATCACGTACCAGGTCTTCGGCACGCTCGGCAAC

GTGCAGGGGCTCGTCGTCAGGATGACCAGCTACAGCTCGCCGCAGCAGACCATC

GTCGTCAGCGACGCCATCCCCGCCGGATGGATCACCGGACTCTGCTACCAGGGAT

CCAACAACTTCTACTGATTAATCAATTGCCTGACGAGCTGATGATGATCCAGGGG

CCGCCCGGCCGATCGATCGATCGATCAAAGCTGCTACTGCTAGCTGGAGTTCAAT

TTTTTTTTTGGATATACATGCACATGCACCTGCTTCTTCATTCGTTTTGTTCTCAAC

TTCAATTATTATTATGTATATTATTTGTCCCTGCGTTTCTTGGATCGATATTATGCT

CCCTTTATTTGGGTTCAATTTCGTAGGATGGCAGTGCTAATCGATCGATCTTCTCC

GGGTTAAGTGTGTGCGTATGTGTTTCTTTTTTTATATATAAAAAGGATTCTTTTGT

CAAATGTACCTTAACTATGTGATGTACTACCGG 


