IDENTIFICATION

Species: Sphagnum fallax

Locus: Sphfalx0086s0084

Gene Model: Sphfalx0086s0084.1.p
Description: STEXPA-23

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5

GENE STRUCTURE

SIEXPA-23
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Legend:
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Query seq.
Superfanilies PLN00193

[-+] Name Accession Description Interval E-value
[+] PLN00193 super family 33423 expansin-A; Provisional 55-279 3.15e-109
SEQUENCES

Peptide

>SfEXPA-23

MAACSSIMKRSRVQESKLLVPSMQQLLAVSMLVSLLGAVSFHQVSAGGYTGDTYW
NPAHATFYGGADASGTQGGACGYGNLYSEGYGTNTAALSTVLFNGGARCGACYQLI
CNQPRWCVPGTPILTVTATNLCPPNWALPNDNGGWCNPPLEHFDLAVPAFIQLAQPI
AGIVPVFYKRVPCERQGGVRFTINGNPYFLLVLVTNVGGAGDVQQVSIKGSQRNQW
LPMQRNWGQNWQLQGTVLDGQALSFMTTTSDGQTVISNYAASSNWQFGQTFEGAQ
FLSW*

CDS (coding sequence)
>SFfEXPA-23

ATGGCGGCTTGCAGCAGCATCATGAAAAGAAGCAGAGTGCAAGAGTCGAAGCTG
CTGGTTCCGTCGATGCAGCAATTGCTAGCTGTGTCGATGCTAGTGTCGTTGCTGGG
AGCCGTGAGCTTCCATCAAGTTTCTGCCGGAGGTTACACTGGCGATACTTACTGG
AATCCGGCGCATGCTACCTTCTATGGTGGCGCTGATGCCTCCGGCACTCAAGGCG
GTGCTTGTGGATATGGAAACCTGTACAGCGAAGGCTATGGTACAAACACAGCAG
CGCTGAGCACCGTTCTCTTCAATGGGGGTGCGAGGTGTGGGGCTTGTTACCAGCT
GATCTGCAACCAACCAAGATGGTGCGTGCCTGGAACACCCATTCTGACTGTGACA
GCCACCAACTTGTGTCCTCCCAATTGGGCGTTGCCTAACGACAACGGCGGCTGGT
GCAACCCTCCACTGGAGCACTTCGACTTGGCGGTGCCTGCCTTCATCCAGCTTGCC
CAACCCATTGCTGGAATTGTTCCTGTCTTCTACAAAAGGGTACCATGCGAGAGGC
AAGGAGGAGTGCGGTTCACGATTAACGGCAACCCTTACTTCCTTTTGGTTCTCGTC
ACGAACGTGGGAGGAGCAGGAGATGTGCAACAAGTGTCCATCAAGGGCTCGCAA
AGGAACCAGTGGCTACCAATGCAACGCAACTGGGGCCAAAACTGGCAGCTCCAA
GGCACCGTTCTCGATGGCCAGGCTCTCTCCTTCATGACCACAACCAGCGATGGCC
AGACGGTAATCTCGAACTATGCAGCTTCTTCAAACTGGCAATTCGGCCAAACCTT
TGAGGGTGCTCAATTCCTCTCATGGTAA

Nucleotide
>STEXPA-23

CAGATTCATCAATCTAGCTGGCTAGCTACTTAGCTGTGATCAGAGAGATCTCCTC
ATGAGCTCATCATCCCTGCAGCAGCCAAGTTGAAGTCTGACTCTCATCCAGCAGC
TAGCTCTGACTACCACTTTCTAGTGTTCCTCATGCACGTCCTACAGTATTGATCAA



TCCATGATCTCATAGCTTTTCTGATCTTCTGCTTGATTTCGTTTGTACCTTCAAAGA
TCCTACTCTGAAACAAAGTTAAATTTGAATTTGAAATCTGGAGATCAGCTCAGCT
ACTCCTCAGCTTCTAAGTGCTCCTGCATACTAGAACTCTGAATTTTTATGTGTTGT
AGCACCTTCAAATCCTACTCTGAAAGTTACGTTCGAATTCAAAGTCTTGAGAGTA
CCGCTATTTTTCTTCATCTAAGTTCTCTAGTACTTTAGCTTTTTCTTTTTCTTTTTGG
TGGCGGATTTGTTGATCCCGCGCGCGGCAAGCAGGCGGCTAATCATTTGCCTACT
TCAATCCAGCAGCACCAGAAGAACTCGTCATCAATAGCAATTGCAGGTGAGTTTT
CAAGAGCGCAGCTTCACTCGTCCACTTCTCAATGGAGATCAGTCTTGCGGGGCCT
GGAAGAGACAAGTTTGCAGTTTGACCGATAGAGCTATGAGATGACTGTGAGCAC
AGCTAGCGAGCTAGAAAAACATAATGGAAAGCTGAGAATATGTGATCACAACAA
CATGATGGAAAGATGTACTTAGTGTCGACTATAAGTGCTTGCACAGCTTTGTTAC
TTTTTCGATGCTGGTGAGCGAATAGGTACGCACTCGAGCGATATTCATTTAGCGT
GCATTTCATGTGCAGGTGTACTAGTACATTATATGGCGGCTTGCAGCAGCATCAT
GAAAAGAAGCAGAGTGCAAGAGTCGAAGCTGCTGGTTCCGTCGATGCAGCAATT
GCTAGCTGTGTCGATGCTAGTGTCGTTGCTGGGAGCCGTGAGCTTCCATCAAGTTT
CTGCCGGAGGTTACACTGGCGATACTTACTGGAATCCGGCGCATGCTACCTTCTA
TGGTGGCGCTGATGCCTCCGGCACTCAAGGTGAGAGATTTCGACATCGTTCTCTA
AAGCTCTCTGAAGCTCTGTCTCTGTCTCGCTCTGTGTTGTCCATGTCAATATTGTG
TCTGTGTCTGATCAGTTTGATGGGTTTTTTGTGCGTAGGCGGTGCTTGTGGATATG
GAAACCTGTACAGCGAAGGCTATGGTACAAACACAGCAGCGCTGAGCACCGTTC
TCTTCAATGGGGGTGCGAGGTGTGGGGCTTGTTACCAGCTGATCTGCAACCAACC
AAGATGGTGCGTGCCTGGAACACCCATTCTGACTGTGACAGCCACCAACTTGTGT
CCTCCCAATTGGGCGTTGCCTAACGACAACGGCGGCTGGTGCAACCCTCCACTGG
AGCACTTCGACTTGGCGGTGCCTGCCTTCATCCAGCTTGCCCAACCCATTGCTGGA
ATTGTTCCTGTCTTCTACAAAAGGTATGAAGCCCAACCCATTGCGAATTGGTCCTT
TGAGGATATTCAGATCACCAACTTCGAATATTTGATTGCACTCGAGCTTGAGTAC
TTTCTGTAATGAGCAGTACTCTGGAATCAAGGAGCTGCAGAGCTCTGCTCATGGT
TCCTGCGCCATGGGACTAAGAGCATCATCACCGGTGCTCAGTATGTGACCCTTTA
CTGGAAATCCTGGATGAGGTGCAGGAGTCATATGCAGTGGATTCACTGGAACACT
ATTGTGACCTTGAAAAGCACATCTTCGAGGCCCTTGGAAGAGACTAATGAATAAA
GTCAAATCGTATTTATTGATTGTTCCCTGTTTCTGATTGGCTAGATAGCAAATGAT
TAGTCCAGATGGGTTGCTATTAGTAGTTTCTCACCTATTTGGAATCCCAATTTTAG
TTTTATGGGTGGAGTTGGAAAAAAGTAAATAACTAAAACTTGGATGTGGGAAAA
TATTTTGGCAAGGTCACATGCTAAGCACCGCTTCGAGATGGTCTAACCGTGTAGA
GAACGTTTCTCTGATTTTCAGGGTACCATGCGAGAGGCAAGGAGGAGTGCGGTTC
ACGATTAACGGCAACCCTTACTTCCTTTTGGTTCTCGTCACGAACGTGGGAGGAG
CAGGAGATGTGCAACAAGTGTCCATCAAGGGCTCGCAAAGGAACCAGTGGCTAC
CAATGCAACGCAACTGGGGCCAAAACTGGCAGCTCCAAGGCACCGTTCTCGATG
GCCAGGCTCTCTCCTTCATGACCACAACCAGCGATGGCCAGACGGTAATCTCGAA
CTATGCAGCTTCTTCAAACTGGCAATTCGGCCAAACCTTTGAGGGTGCTCAATTCC
TCTCATGGTAACCATCCGAAATATTCACCAAGCGCACGAGTTTTACTCCAGGACA
ATGTTTCATCTGGTTCGAAATTAAAAATTCTCACCCGAGTTCTCTTGAAATCCTGA
AACACTAGATTAAAACTTAGGAGAAGCAACACCCATAGGATAGGATAAAGAAGA
TCGTCTTCAAATTCTCAAGAGAAAAGTTTCATGTATGAGGACTAAAACTTGTGAA
GACCAAAATCCATAGCTGGGTAGGATGAGAAAGATTGTCTTTTCTAGTTTGTGAG
ACTGCGTGGCTCCCGAGAATCCTCCAAATACTCATGGGCAGCTGGCCACTAACTA
GCTGGTTCCTGGGCAAACACAGTTCAGATGCAAAGTCCAGAGCTCAAAAGCTTCA




GGTATATATACTCAGTACATAGTACTTAGTCACATAGTATTCATGGCCTGCAATA
ATGATCCCTGCTTGACTCATTTGAAGTGGGATTAGACATTCTCTTAGGGTAGCTCA
TGAAATCAATTTCTTAGAAGAAAATGATTTGAATTCTCAATCTTCTTCGAATCCTG
AAACTTTGGGGCCTCATAACTTCCTCGAAAGGAGTTGATCAATGGACTGTCATTA
GTGCATAGGAATGAGCCATGCTAGAACACTAGCTCTAGCTTGAATCTTCTTCGAA
TCCTGAAACTTTGGGGCCTCATAACTTCCTCGAAAGGAGTTGATCAATGGAGTGT
CATTAGTGCACAGGAATGAGCCATATATGCTAGAACACTAGCTCTAGCTTGAGTC
CGTGGGATCTGCACTACTCCTCCAACATACAAAATTCCCAACTAGTTATGTGTGA
AGAAAATCTGTATAGGAAGTTTGTAAACTCATGAAGGTCGCTGAGGTGTTGTTGT
TTTAAATTAGACCACCCGCTCCTTAGCATTAATGTCGCCTGGTTGGAAACTTAGAT
GATCGTTGAACCCATTAATATTCCACTGTCCAACATATTTATTACATGCGACCG



