
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.4G163500 

Gene Model: Pahal.4G163500.1.p 

Description: PhEXPB-11 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPB-11 

MAKLCSVLVTAVVVLSLLTSPIDCTRKLSKPRTKPKPKPVSHRPAPAAKVSHKPAAPA

VKVSRKPAPAAKAHRNYTATPSSPSTVYGSGGWLSGAGATYYGAPNGDGGEGGAC

GYQTAVGKQPFDSMIAAGSTPLYRGGEGCGACYEVKCTTNAACSGHPVTIVITDQSP

GGLFPGEVAHFDMSGTALGAMAKPGMADKLRAGGVLRIQYRRVQCKYPGVNVAFK

VDQGANPFYFDVLVEFEDDDGDLSAVELMEAGSRAWTPMAHNWGATWRLNNGRR

LNAPFGLRLTSDSGRVLVVSNAIPAGWKPGTTYRSLVNYP* 

CDS (coding sequence) 

>PhEXPB-11 

ATGGCGAAGCTTTGCTCAGTGCTGGTGACCGCAGTGGTCGTGCTCTCGCTTCTGA

CGAGCCCCATTGATTGCACCCGCAAGCTCAGCAAGCCCAGGACAAAGCCCAAGC

CCAAGCCGGTCAGCCACAGGCCGGCACCGGCAGCCAAGGTCAGCCACAAGCCGG

CGGCGCCTGCCGTCAAGGTCAGCCGCAAGCCGGCGCCTGCGGCCAAGGCCCACC

GCAACTACACCGCCACCCCCTCCTCGCCGTCCACCGTGTATGGCTCCGGCGGCTG

GCTGTCCGGCGCCGGGGCCACGTACTACGGCGCCCCCAACGGCGACGGCGGCGA

AGGCGGCGCGTGCGGGTACCAGACCGCCGTCGGGAAGCAGCCGTTCGACTCGAT

GATCGCCGCCGGGAGTACGCCGCTGTACAGGGGCGGCGAGGGCTGCGGCGCCTG

CTATGAGGTCAAATGCACGACCAACGCGGCCTGCTCCGGCCACCCGGTGACCATC

GTGATCACCGACCAGTCCCCCGGCGGGCTGTTCCCCGGCGAGGTCGCCCACTTCG

ACATGAGCGGCACGGCGCTGGGCGCCATGGCGAAGCCCGGCATGGCCGACAAGC

TCCGCGCCGGCGGCGTCCTGAGGATCCAGTACAGGCGGGTGCAGTGCAAGTACC

CCGGCGTGAACGTCGCCTTCAAGGTGGACCAGGGCGCCAACCCGTTCTACTTCGA

CGTGCTGGTCGAGTTCGAGGACGACGACGGCGACCTCAGCGCCGTGGAGCTCAT

GGAGGCCGGCAGCCGGGCCTGGACGCCCATGGCGCACAACTGGGGCGCCACGTG

GCGGCTCAACAACGGCAGGAGGCTCAACGCGCCCTTCGGGCTCCGGCTCACCTCC

GACTCCGGAAGGGTGCTCGTCGTCAGCAACGCCATCCCCGCCGGGTGGAAGCCC

GGGACGACCTACCGGTCGCTGGTCAACTACCCCTGA 

 

 



Nucleotide 

>PhEXPB-11 

CAGGTCCTCAAAAGGGCAGCCTCCGCGGCTGCTCCCTCCTCCAACCTGACCCACT

GCTGCAAATCCCAATAAAGCCTGTGCAGAAAGGAAGCGGGCAAAAGCGGCCTCG

CCTTCCCTCTCCCTCTCCCTTCTACACAGCACCCGGTCCTCCTCCCCTGGCGCCCG

GCTCTGTCACCTTTGACTCCCCCATTCCGGTCTCCTCCCCTCCCACCACCGGCCAA

GCACACTGCACGTTCTAGTTCAGGCAGTCCAAGAACAGCTCCAAGAAAAGGCTCT

TTCTTCTTCCCTCTCGCCATTGCTCGTCTTGCGGCGTTCAGGAGACAGGAGAGGAC

TAGAGGAGGCACCGATCGATCACCAAAGCGCAAAGGCCGGCAGGCGGGTTGGGG

GCGGCATGGCGAGCTCCCTGCCCCTGTTCTTGCTGCTGCTGCTGTCCGGAGCCGG

CTTCTGCGGCGGCGTACGGCTCGGCAGTGGCGGCTACGAGGACTGGAGGCTCGG

CACCGCCACCTACGTCAAGGAGTTCCAGCCGCACCCGCTCAACGACGGTACGCGC

CTCTTGCGTTTTCTCAGCATCGCAATCGTAGCAGTAGCAGTGTAGCATCAGGGAA

ACCAGCAGTGTCAGTCAGTCAGTCAGTCGGTTCTTCCTCGGCCTCACCCTTCTCCC

ACTGCCGGCCTTTCTGCATTTCTGTGAGTGACTGGCGAATGCTTCCCGTTTTGTTT

TGTTTTTTTTTCTGAAAAGAATGGAGAAGGTGAATGCCGTCTGCGAACACGAATC

GATGGGCAAGGAGATAGTGCGTAGTGCTGTGCAGATCCCACCTAGTTGGCTAGA

AACTGATACCGAGAAGTAGCAGAGGAGGAGATTCAGGGATGGAATCGTGGAACT

TTACTTCCTCCCTCCCTTTTCTTCGGAAAGAATTGAGTGATTCTTCTTGGAACTGG

ACATCCCAAGCATGTTCAGGAGTAGCAGATGAGAGCAGCACTGTCTTGATTTGTG

AAAGGTACTGCAGCATTAATGCTGTCCTTGACGGCCAAAAGAAAAGGGGTGGTG

GAGCACAATTCTTGCGCTAAATGGGCTTTGAAAATTTGTGACCTCCTTTTCAGAA

AGTTGTAGTTGAGGCACATTGAATGGGTGCTTTGACAAATTCTAATTTATGAGAG

GCAAGCACGTACAAGTACAGCTAGTACAGTGCGAGGTTTTCTTTACTGCTATCCT

GTTATTGTTTACACAGCTCATGAAGGGTGCTTGCCTAGAGTAATTTCTATCATGAC

TATAGAAATGAAACAGCGCATTGGCAGACAATTCATTCATTGCAACTGCTCTTGA

AAGATTGCCTTTTGATCCAGGCTAAACGCCTGTTTGGAACGCCATAATTTCACAG

CGATTTCGCTTCAAACATTTCAATTCTCACAAAATTTAGAAAGTTATCCAGTGTTC

CAAACGGGAGAACACTTTTCTTTGGAAAAGGTGGGGAACTAAATTCTGGATTCAA

GAACTAAATTCTGGATTCAAGAATTTTCATATTTGCATCACTCTCTGTTTACTTTCT

TTGCTGAATGAACTACGAGTGAAAAGAAGACAAGCTGCTTATTGTAGTGCCTGAT

GTCCGATGCAATGGTTTCCTTCAGGTGGCGGCGCCTGCGGGTACGGCGACCTGGA

CATCTTCAGGTACGGGCGCTACACGGCGGGGCTGAGCGCGGCGCTGTTCGGGCGC

GGCGGCGCCTGCGGTGGCTGCTACGAGCTCCGGTGCGTGAACCACATCCAGTGGT

GCCTCCGGGGCAGCCCAACGGTGGTGGTGACGGCGACGGACTTCTGCCCCGCCA

ACATGGGCCTCGCCGATGAGGCCGGCGGCTGGTGCAACTTCCCCCGGGAGCACCT

CGAGCTGTCGGAGGCCGCGTTCCTCCGCGTCGCCAAGGCCAAGGCAGACATCGTG

CCGGTGCAGTTCCGTAGGTACCTTACATGCCTGATCTTGATCTGCTCGCTGTTTCA

ATTCTTCTTTTTCCAAAATCCTTTAAAAAAAAGTTCACAAATATAGGAGACAACA

AACAAATTTCGAGAGAGCATTGGACTGCTCGCTGCTCATTGGTCTGTCCCGGCAA

ATTATCATACTTCAACTTGCTTGAACCTGAATATGCAAAGCCATGGCACATGGCT

CGCCATCATTCTTGAGCAGCGCATTCAGTGTGTATTTTTTAAGCCTGCGGCTGCAC

TGCCTTTTGAGAAAGCCCAGAATGATGTTGATGATTAGAATTGGATCGTAGGATA

TGCGATGGGTGTCTCGAGCCAGGGCCTGTTTAGATCTCCTTCAAATTCCAACTTTT

TACACTCTCTCTCCATCATCACGAGACGAATCTTTTGAGCCAGTTAGTCCATGATT

AGATAAAATTTGTCAAATACCAACGAAAACGCTACAGTACTCCGGTTTATAACAT



TTGCAATTTGGAGAGCATCTAAACAAGACCCCACTTTGGGATGCTGGCCGATGGG

TAGGGAGCGTCAGGGTCTCGAAAGCACGGAGAAAAACATCAGCTTTCAGTCAGT

GCTTCCTTTTTGTTTTCGAATCTGACCTGTGCTGTCCATTATGAGCACCCTCCCCGT

TTTCAGACAGATGCTATGAGTGTGTCCCAACTGCTGCAAGAGTATACAGCAAGGA

TCCTTTTTGTCTCAGAATACAAATTTAAGTTATCCTGCCATTAGCACCTACAGTAC

TAATAGCATTGTTTTTAATTCTGAAAATCGCCCACTCATCACTTTCAGAAAAAAA

AAAGGGGGCAATTCCACTATGATCGCCACTCGCCACCATGAACAAATGGTGCTTT

TTTTAAAAAAAAAGCAAAACTTTTTTTTCTGAATATGATGCAGCTGAACAGTTGG

TGAATGTTGGTGACGCAGGGTGAGCTGCGACAGGGCGGGCGGCATGCGGTTCAC

GATCACCGGCAGCGCGCACTTCCTGCAGGTGCTGATCACCAACGTGGCGGCCGAC

GGCGAGGTGGCCGCCGTGAAGGTGAAGGGGTCGAGGACCGGGTGGATCCCGATG

GGGCGGAACTGGGGCCAGAACTGGCAGTGCGACGCCGACCTCCGCGGCCAGCCG

CTGTCGTTCGAGGTCACCGGCGGGAGGGGCCGGACGGTCACCGCGTACAGCGTC

GCGTCGGCGGACTGGATGTTCGCGCAGACGTTCGAGGGCAAGCAGTTCGTCGAGT

AGACGCTGCCGGAAAACCATGCGCCGGCGGCGTTTGTAAGTAGAGTTATACGGG

TGGGTTCTTGATGTGTTGTGACCCAAGAACATGAAATGTATTGGATGGCAAAAGA

ATTTCTATGTCACTATAAAATCTTTTGAAGATTTGCTTTTAAGAA 


