IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast04G114800

Gene Model: Brast04G114800.1.p
Description: BStEXPB-13
Family: Beta Expansin

3D structure:
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specific hits { DPBB_EXPB_N > < Pollen_allerg_ 1 >

List of domain hits .
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 122275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily. Beta-expansins 62-186 2.67e-74
[+] Polien_allerg_1 pfam01357 Pollen allergen. This family contains allergens lol PI, Pl and PIII from Lolium perenne 194-272  2.43e-28
Peptide

>BsStEXPB-13

MAKTCTLLALLGALVVVSLLVGPAACSRKLSKPLSHKPAIKAPHNNHSTITSPSDAYG
SGGWLYGGATYYGAPNGDGSDGGACGYQSAVGNRPFSSMIAAGNPNLFKGGKGCG
ACYEVKCTGNQACSGQPATVVITDECPGGAACLGEAAHFDMSGTSMGAMAKPGMA
NKLRASGILKIQYKRVPCKYSGVNIAFRVDQGSNPFYLEVLIEFEDDDGDLNAVDLM
EANSGTWTPMVQNWGALWRLNSNTGKPLRGPFSLRLTSDSNRKLVVNNVIPATWK
AGQTYRSLVNYP*

CDS (coding sequence)
>BstEXPB-13

ATGGCGAAAACTTGCACCTTATTAGCGCTGCTTGGCGCACTGGTGGTGGTCTCAC
TTCTCGTGGGCCCCGCTGCTTGCTCCCGCAAGCTCTCCAAGCCGCTCAGCCACAA
GCCTGCAATCAAGGCGCCCCACAACAACCATAGTACAATTACTAGCCCGTCGGAC
GCCTACGGCTCCGGCGGCTGGTTATACGGCGGCGCAACGTATTACGGCGCCCCCA
ACGGCGACGGAAGCGACGGTGGCGCGTGCGGCTACCAAAGCGCTGTCGGGAACA
GGCCATTCTCGTCGATGATCGCCGCCGGGAACCCGAATCTTTTCAAGGGAGGCAA
GGGCTGCGGCGCGTGCTACGAGGTTAAATGTACAGGCAACCAGGCGTGCTCCGG
CCAGCCTGCGACCGTCGTCATCACCGACGAGTGCCCCGGCGGGGCGGLLCTGLCTC
GGCGAGGCGGCCCACTTCGACATGAGCGGGACCTCCATGGGGGCCATGGCCAAG
CCTGGCATGGCCAACAAGCTGCGTGCCAGCGGTATCCTCAAGATTCAGTACAAGA
GGGTGCCATGCAAGTACAGTGGCGTGAACATCGCCTTCAGGGTGGACCAAGGGT
CGAACCCGTTCTACCTGGAGGTCCTGATCGAGTTCGAGGACGACGACGGCGACCT
CAACGCCGTGGACCTCATGGAGGCCAACAGCGGCACCTGGACGCCCATGGTGCA
GAACTGGGGCGCGCTGTGGCGCCTCAACTCCAACACCGGCAAGCCGCTGCGCGG
GCCATTCTCGCTCCGGCTCACCTCTGACTCCAACAGGAAGCTCGTCGTCAACAAC
GTCATCCCCGCCACCTGGAAGGCCGGACAGACGTACCGCTCCTTGGTGAACTACC
CCTGA



Nucleotide
>BstEXPB-13

TGAGCTAAGCATATCTAATCCATATATCCTCTTCCAAGCTACCAGTACTACTCCTA
TATAGCTCGAGCTAGAAGAAGCAACGAGCAGCAATGGCGAAAACTTGCACCTTA
TTAGCGCTGCTTGGCGCACTGGTGGTGGTCTCACTTCTCGTGGGCCCCGCTGCTTG
CTCCCGCAAGCTCTCCAAGCCGCTCAGCCACAAGCCTGCAATCAAGGCGCCCCAC
AACAACCATAGTACAATTACTAGCCCGTCGGACGCCTACGGCTCCGGCGGCTGGT
TATACGGCGGCGCAACGTATTACGGCGCCCCCAACGGCGACGGAAGCGACGGTT
AGTGCTTGTATATAAACTACGTACTCCATTCCACATTGCAATAATGCACGGCGTT
GATCGAAGATTTATGACGGACCGAAGTAAATGGGTTGAATTAACATGCATGCAG
GTGGCGCGTGCGGCTACCAAAGCGCTGTCGGGAACAGGCCATTCTCGTCGATGAT
CGCCGCCGGGAACCCGAATCTTTTCAAGGGAGGCAAGGGCTGCGGCGCGTGCTA
CGAGGTTAGCACAGCACTTTTGTGTAGTCTATGGTGTCACAGCGGGCTGCATGCC
TTCGTGTAGCTCTCCGTTTATGGTCATAACTATAGCTAAATTAATGTGCTCATGTG
GCGCGTGTACATACATACACAGGTTAAATGTACAGGCAACCAGGCGTGCTCCGGC
CAGCCTGCGACCGTCGTCATCACCGACGAGTGCCCLCGGLCGGGGLGGLLCTGLLTCG
GCGAGGCGGCCCACTTCGACATGAGCGGGACCTCCATGGGGGCCATGGCCAAGC
CTGGCATGGCCAACAAGCTGCGTGCCAGCGGTATCCTCAAGATTCAGTACAAGAG
GTACTACTACACTTCAGTCAACATTATCCGCTGGATCGAGCCGCACAAATTCATG
AACGGAAGCTGTATTAATCGATTAATTAATTCAATCTTACAGGGTGCCATGCAAG
TACAGTGGCGTGAACATCGCCTTCAGGGTGGACCAAGGGTCGAACCCGTTCTACC
TGGAGGTCCTGATCGAGTTCGAGGACGACGACGGCGACCTCAACGCCGTGGACC
TCATGGAGGCCAACAGCGGCACCTGGACGCCCATGGTGCAGAACTGGGGLGCGC
TGTGGCGCCTCAACTCCAACACCGGCAAGCCGCTGCGCGGGCCATTCTCGCTCCG
GCTCACCTCTGACTCCAACAGGAAGCTCGTCGTCAACAACGTCATCCCCGCCACC
TGGAAGGCCGGACAGACGTACCGCTCCTTGGTGAACTACCCCTGAATTACAGCTT
CGTCCAGCATTTTTCTGTTCTTTCACCGCGCCGTGTGCTTGGCTAGTAATTTGTTGC
GAGCCGTATGTTAATTTATCATGTCGCGAGGAGTATGCGTCCGGGAGAGTTTCGA
GAGGCGGTGTCAGAAGAGGAGGAGCAGCTTAAAATATGATCGTGCTCTTCCCTCC
ATGGTCTCCGCATTCCCCTAGTGATGCGTGCCGTCGATCTGTCTGTAACTTTTTGT
TGTTCTTCCTCTGTTTTGTTGGGGAGGAAAAGCTTTGTAGTTGCAGTGCAACTATT
GTTGCATCCCGATGTATCTTTTTTTTAGAGAGAGAGCACCCGGTGCTTCAAGTTGT
GTGTGTTTTTGCAACGCAATCATTGAGTGAAATGAATTGCTAACGATCA



