
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy3G161400 

Gene Model: Brasy3G161400.1.p 

Description: BsyEXPA-12 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPA-12 

MDMAKSLVLCALLFLSACLSLAAADWLPATATFYGEADASGTMGGACGYSNLYDQ

GYGVNNAALSTVLFNDGASCGQCFTITCDSKKSGWCKTGNSITVSATNLCPPNWALP

NDNGGWCNPPRQHFDMSQPAWETIAIYRAGIVPVLYQRVKCSRQGGVRFTVAGFNY

FELVLITNVGGSGSVASVSIKGSNTGWIHMSRNWGANWQSLAGLAGQALSFAVTTT

GGQYLVFDNIAPVWWQFGQTFGSYKQFDY* 

CDS (coding sequence) 

>BsyEXPA-12 

ATGGATATGGCTAAGTCGCTGGTTCTATGTGCCCTATTATTCCTCTCGGCGTGCCT

CTCACTCGCCGCGGCCGATTGGTTGCCAGCGACGGCGACTTTCTACGGCGAAGCC

GACGCCTCCGGCACCATGGGCGGCGCGTGCGGGTACAGCAACCTGTACGACCAG

GGGTACGGCGTGAACAACGCGGCGCTGAGCACGGTGCTGTTCAACGACGGCGCG

TCGTGCGGGCAGTGCTTCACGATCACCTGCGACTCCAAGAAGTCCGGGTGGTGCA

AGACCGGCAACAGCATCACCGTGTCGGCCACCAACCTGTGCCCGCCCAACTGGGC

GCTCCCCAACGACAACGGCGGCTGGTGCAACCCGCCGCGGCAGCACTTCGACAT

GTCGCAGCCCGCCTGGGAGACCATCGCCATCTACCGCGCCGGCATCGTGCCCGTG

CTCTACCAGCGCGTCAAGTGCTCGCGCCAGGGCGGGGTCCGGTTCACCGTCGCCG

GGTTCAACTACTTCGAGCTCGTGCTCATCACCAACGTCGGCGGCAGCGGCTCCGT

CGCCAGCGTGTCCATCAAGGGGAGCAACACCGGGTGGATCCATATGTCAAGGAA

CTGGGGCGCCAACTGGCAGTCCCTCGCCGGGCTTGCCGGCCAGGCGCTCAGCTTC

GCCGTGACCACCACCGGCGGGCAGTATCTTGTCTTTGACAACATCGCGCCGGTCT

GGTGGCAGTTCGGACAGACATTCGGCTCCTACAAGCAGTTCGACTACTGA 

Nucleotide 

>BsyEXPA-12 

TTAGTTCAAACGGCACACACCCTCCCTCCTCTCTAGCTTGATCGCTTCGATCTCTC

GTGCGCTAGATAGCTAGCTCGATCTCTGCCTCGAGCCCGGCCTCGACCGACTGAT

CTAAGACAGCATCAATTGTCGCCATGGATATGGCTAAGTCGCTGGTTCTATGTGC

CCTATTATTCCTCTCGGCGTGCCTCTCACTCGCCGCGGCCGATTGGTTGCCAGCGA

CGGCGACTTTCTACGGCGAAGCCGACGCCTCCGGCACCATGGGTAAGCTAAGCAT

TTCTCTCGTACAGATATTAGAGCACGTGCGTGCATTTGTGCCAGTTAAAGCATGC



GTGTACGTTGTGTACTCCCGTGCATGCCTGTCTTCCTAACTGACATGCTCCATTCT

CGTTGTGGGGCTCTTTCCTCAGGCGGCGCGTGCGGGTACAGCAACCTGTACGACC

AGGGGTACGGCGTGAACAACGCGGCGCTGAGCACGGTGCTGTTCAACGACGGCG

CGTCGTGCGGGCAGTGCTTCACGATCACCTGCGACTCCAAGAAGTCCGGGTGGTG

CAAGACCGGCAACAGCATCACCGTGTCGGCCACCAACCTGTGCCCGCCCAACTGG

GCGCTCCCCAACGACAACGGCGGCTGGTGCAACCCGCCGCGGCAGCACTTCGAC

ATGTCGCAGCCCGCCTGGGAGACCATCGCCATCTACCGCGCCGGCATCGTGCCCG

TGCTCTACCAGCGCGTCAAGTGCTCGCGCCAGGGCGGGGTCCGGTTCACCGTCGC

CGGGTTCAACTACTTCGAGCTCGTGCTCATCACCAACGTCGGCGGCAGCGGCTCC

GTCGCCAGCGTGTCCATCAAGGGGAGCAACACCGGGTGGATCCATATGTCAAGG

AACTGGGGCGCCAACTGGCAGTCCCTCGCCGGGCTTGCCGGCCAGGCGCTCAGCT

TCGCCGTGACCACCACCGGCGGGCAGTATCTTGTCTTTGACAACATCGCGCCGGT

CTGGTGGCAGTTCGGACAGACATTCGGCTCCTACAAGCAGTTCGACTACTGAGAC

ACCATCGGTCGTCCTCGCGTCTTCGTGGTCTCGGATTAATGGCTGGTTCGTGCGTG

CGCGCGCGCTCGTGATTTTGATGGAGCTACACGTACCAGCTGCCGCCAGCCATTG

CATCCTTGGTCTTGGTGTCCGGCTCCGGCATGGATATGATATCCTCCTATGCGATG

CTCCGACGTACTGCTGGAGCTGCGCGGGACGATGTGTAACTTCCGATTCCTAACT

TGTTGCCGATTTTTACTTGTTGCTTTATTTTTAATTCGGTGCGGCCATATCTATATA

TGCATGCATAGCATGCAAATCATTTTTCTAAGTTAATGAAATTTATTGCTAGTACA

TTGAAGAACTAGCTAGACCTGTCATTGTACACTTCCTCAAGTAAAAGCAAGGACA

AGTCTTTAAACAAATCTTTAATGATCGAAAGCAAGGATAAGGCAGTATAATGCGG

CAGTACATTTGTCTCAAAAATTAAACACCGCCTAAACATTTTGCAAAAGTGTATG

TGTTTATAGATTGTTCCTAGGAAAATAAAATTCATCTCTAACGACGTTTCAATTAA

AATTTGTGATTAATTAACAGTCAGTCTTAGACACGTGTCCTAATTTCGAAAATAAT

TATATTATAAAAATATTACTCATACTAAAATAGGATGATCAGTTAAGATTTTTGTA

TATCTTTAATGAATCATGCACAACATACAGCGAAATACATAACATTTTGTTGCAA

TTGGCAACATCACTAATTGGTGAAAAATATGTGATCATTCCGATAAACATTTAAT

TGATCAAGTTTTAAAATAAACTTAAAATTAGTTTTTGATGTTTTCTAAATTAATTT

CACATGGTATAATTACTAATAACCTAATTCAAATTGGCATCTTATGCTTACCTTAC

ACGTACTAATTTTTATTTAGACAGATAATAAGCCAGTTTGATCCAAATTGCCGCTT

GAAATTCTAATTCTTGGTCACTCATAAATACATTCTTGGAAAAAAATTAACCATC

CATGACAAAAT 




