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Species: Oryza brachyantha
Locus: XP_006650810

Gene Model: XP_006650810.1
Description: ObEXPA-16
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995
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List of domain hits o

Name Accession Description Interval E-value
[+] PLND0O50 super famity ci31535 expansin A; Provisional 26-262 281e-114

SEQUENCES
Peptide
>0ObEXPA-16

MASAMTVVAALLALALALAVSPAAARIPGAYGGGDWQSAHATFYGGSDASGTMGG
ACGYGNLYSQGYGVNNAALSTALFNEGQSCGACFEIKCVNQPGWKWCHPGSPSILIT
ATNFCPPNYALPSDNGGWCNPPRPHFDLAMPMFLHIAEYRAGIVPVSYRRVPCRKKG
GVRFTINGFRYFNLVLITNVAGAGDIVRASVKGGSTGWMPMSRNWGQNWQANSILD
GQSLSFQVTGPPRRTSTSWNAAPAGWQFGQTFEGKNFRV

CDS (coding sequence)
>0ObEXPA-16

TCCACCCCCACTCCCCCCTCCGCCGCTCGCCGTTGCCGTTGCCGCTGCCGCTGCTA
GCGAGCGAGAGCCGCCGCGCCGTGTGATGGCGTCCGCAATGACGGTGGTCGCCG
CTCTGTTGGCGCTGGCGCTGGCGCTGGCGGTCTCCCCGGCGGCGGCGCGCATCCC
GGGGGCGTACGGCGGCGGGGACTGGCAGAGCGCGCACGCGACGTTCTACGGCGG
GAGCGACGCGTCGGGGACGATGGGCGGCGCGTGCGGGTACGGGAACCTGTACAG
CCAGGGGTACGGCGTGAACAACGCGGCGCTGAGCACGGCGCTGTTCAACGAAGG
GCAGAGCTGCGGCGCGTGCTTCGAGATCAAGTGCGTGAACCAGCCCGGGTGGAA
GTGGTGCCACCCGGGGAGCCCCTCCATCCTCATCACCGCCACCAACTTTTGCCCG
CCCAACTACGCCCTCCCCTCCGACAACGGCGGCTGGTGCAACCLCTLCCCEGLeeee
ACTTCGACCTCGCCATGCCCATGTTCCTCCACATCGCCGAGTACCGCGCCGGCAT
CGTCCCCGTCTCCTACCGCCGGGTGCCGTGCAGGAAGAAGGGAGGGGTGAGGTT
CACGATAAACGGGTTCAGGTACTTCAACCTGGTGCTGATCACGAACGTGGCCGGC
GCCGGGGACATCGTGCGGGCGAGCGTGAAGGGCGGGAGCACCGGGTGGATGCCCC
ATGTCGCGGAACTGGGGCCAGAACTGGCAGGCCAACTCCATCCTCGACGGCCAG
AGCCTCTCCTTCCAGGTCACCGGCCCACCCCGCCGCACCTCCACCTCCTGGAACG
CCGCCCCCGCCGGCTGGCAGTTCGGCCAGACCTTCGAGGGCAAGAACTTCCGCGT
CTGAGACCGAGCTGCACTATACTACTACACCTTCTATATTTTTACTCTAGTAATTA
TTGTTTACCTTGGGTTAAGTCTGGGTGGTTCTTCTTCTTCTTCTTCGGTTGGTGATG
GCCTGTCAAAGTGAGGGGCCGGCAAGAAACAGGTGGTAAAGGCTAGTAGTAGTG
TCAATTAGCGTAAATTGCTACTGCTGTTACTCATCGTCATCACTAGCTGGTGGCTA
CTGCTAGTGGTAGTGGTAGTAGTAGTGGTGCTAGTGCATGTGTGTGGTTATGGCT
ACTGCTGCATTATGTTGGTTGGTGATGGATTCTGTCCATGTTTTTCCAAGGGGTTT
GGTTTGGAGGGTTGGGAGGAGGCGGTTTGTGCTCAAGAGTGGCTGAAGTGGCTG



CAAAGCTGCAGCTGAATTTGGGGGTGGTGAGTGTAGCCCGCAGCCGCTTTGTGCC
GTGTCGTTTGTCTCTATGGCACTTGATGTTTACCATGGACTTGATTTATCATTATG
GTGATTGGAGCTTGTAA

Nucleotide
>0ObEXPA-16

TCAAAGCCATTGATTTCGGCCCCAACATAGCCGATGATGGCGATGCAGCAGGTTG
ACTTTAAGGAAGACAATGCACAGTTTTAGTTTCTGCATCCCATGAATCCATGATG
ATGCAGACTGATAACTCCCATTCCTGAAGTAGCTCTCCGATGGCAATTGCAACTT
TGCAAGGCCAGGCATGATGCTGCAAGCCTTGCTCAGGAATGGAATGGTCGGTCAC
GCCATCGCCGTCATGAGGCATTCTTGTATCTGAACTGAGGCAGCACAAGTACACA
ACGGGCAAAATCATTCCCCCAAAGAGGCCTACTCGCATCGCACTTTTGCTTTCAC
CTTTATCCCTTTCACGTATTTTCGGCACTGGCCATCGATCAGCTCACGGAACGCCA
CAGAACGCATTCACGGCAAGAATCATCACACCAGCATTAAAGCTGAATGCTCAA
GATCGAAGAACATCACACAGCGCAGAGGGAGAGGAACAGCAGCAGCAGCAATT
AATCACGTTACAAGCTCCAATCACCATAATGATAAATCAAGTCCATGGTAAACAT
CAAGTGCCATAGAGACAAACGACACGGCACAAAGCGGCTGCGGGCTACACTCAC
CACCCCCAAATTCAGCTGCAGCTTTGCAGCCACTTCAGCCACTCTTGAGCACAAA
CCGCCTCCTCCCAACCCTCCAAACCAAACCCCTTGGAAAAACATGGACAGAATCC
ATCACCAACCAACATAATGCAGCAGTAGCCATAACCACACACATGCACTAGCAC
CACTACTACTACCACTACCACTAGCAGTAGCCACCAGCTAGTGATGACGATGAGT
AACAGCAGTAGCAATTTACGCTAATTGACACTACTACTAGCCTTTACCACCTGTTT
CTTGCCGGCCCCTCACTTTGACAGGCCATCACCAACCGAAGAAGAAGAAGAAGA
ACCACCCAGACTTAACCCAAGGTAAACAATAATTACTAGAGTAAAAATATAGAA
GGTGTAGTAGTATAGTGCAGCTCGGTCTCAGACGCGGAAGTTCTTGCCCTCGAAG
GTCTGGCCGAACTGCCAGCCGGCGGGGGCGGCGTTCCAGGAGGTGGAGGTGCGG
CGGGGTGGGCTGGGTGGGCCGGGGGGGAGAGGCGGNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNGGGCGGTGACCTGGAAGGAGAGGCTCTGGCCGTCGAGGA
TGGAGTTGGCCTGCCAGTTCTGGCCCCAGTTCCGCGACATGGGCATCCACCCGGT
GCTCCCGCCCTTCACGCTCGCCCGCACGATGTCCCCGGCGCCGGCCACGTTCGTG
ATCAGCACCAGGTTGAAGTACCTGAACCCGTTTATCGTGAACCTCACCCCTCCCTT
CTTCCTGCACGGCACCCTGCACACAACAATCCACACACCACATAAACATTATTAA
CATCGCTCATTCATCATCGTTAAGTCTGTAAAGTTGACAGCATTTTCTCTTTTTCA
GATAATGACACCGCATTCATTAACCGCACATAATTATCACATCAACCATGGTACT
GTTTCAGGGGGGTACAGGTGTAAATAAATGGGCAGCAACGCAACGAGCCAAAAA
CCAAAAGAAGAGAGAGTGCAGTCGCCGAGCAGGGGGATGGGCCACACAGCGCTC
ACGCGTAGTAACGCTGTGCGGCAGGACGGAAGGACGAGAAGGCCCCTGGGCTTT
TTCCAGGTCGGTACTGTAGCTGTAGGGGGGACCGGCCACTCTCATCGCATGGAAG
GAACGGAGGGGCAGATGGGCCATTTCCACGCCGGGCGTCCGTTCGTCTTCGGGGG
TACGGGGCGGGATCACGGGGCGGCACTCACCCAACAACCCAACCGGGTCAGGAC
AACACAGCGGAAAGCGAAAAAGGTCAAACAAAGCGTGTGTGCGTGCAGCTTGGC
CCTACGGAATTCTACTGTACTGCGTACTGGTACTGCCCCAACTACACGCTTGACTC
GTTGGATGTTTCTCTGGGCCTCTCCCTCCCTCTCGCTGGGAATACTCCAAAATCTA
TGCTAATAGAGACTAATCTAGGAGGGGGATGTAGTAATCGGTTAATCTAGCTCTA
GCATGAGATCTACTGCTACGACCAAATGTGTCCAAAAAATGACAGCAATTAGGC




GGTGAGCAGAGTTTGGGTGTTGGGGTTCAGCTCAACGCGAGCAGCGGTACACGG
CAGTATGACATGACACGAGGCGAGGACGACACGGGACGCCCCCATTTATAGCTA
CGTACCAGGCCAACTTTTTACGGGTAGCGAGCGGGCGAGCGAGCAGCGTTTCTAG
CCGGTATCACGCGCCGCTTTTAAAGCCGCCGTTGGTGCAAATTTCCATCCCCCCAC
TCACGCTTAACTCGAAAATCCATCACCTGGCCGTGCCACTAGGCGCCACTACCGT
ATCAAATTTATTTACTTCTCCTTATGTCAAAAAGAAACGAACAGTAATAAAAGCC
GTGGCAGAGAAGAAGCCGAAACCGACGCGGCCGTGACGACGGCCACAATGGAA
CGAATCGCAGAACGATTTCTTCTCTCCTCGGAACAGTGCAGGGTGCAGAGCAGCA
GCACCTCAAAAGACGTGAAAAAAAAAAAGACTTTGGACCAAGAAAATAAGCCCG
GTTTAGTTCCAAAAATTTTTAACCAAAAATATCATATTAAATCTTTAATATCTAAA
TAGAATATTAAATATAAATATAAATAAATCAAAAAACTAAATACACAGTTATATC
CGATAGGTATTAAATCGAAAAACATAGATAAATCGAAAAACATAAACATAGGTA
TTAAATCTTTAATACCGATCAAACTTTCTTCCGACTCGCAAAAAATTTCATTTCAC
CAAAACTAAACACCCCCCTAATGTGTTCCTGCTCCCAATAACCAAGGCGAATGTC
GTCTTCAACAATGGTGTGATGAGAGAGGAGTAGAGGTTTTGGTACCGGCGGTAG
GAGACGGGGACGATGCCGGCGCGGTACTCGGCGATGTGGAGGAACATGGGCATG
GCGAGGTCGAAGTGGGGGCGGGGAGGGTTGCACCAGCCGCCGTTGTCGGAGGGG
AGGGCGTAGTTGGGCGGGCAAAAGTTGGTGGCGGTGATGAGGATGGAGGGGCTC
CCCGGGTGGCACCACTTCCACCCGGGCTGGTTCACGCACTTGATCTCGAAGCACG
CGCCGCAGCTCTGCCCTTCGTTGAACAGCGCCGTGCTCAGCGCCGCGTTGTTCAC
GCCGTACCCCTGGCTGTACAGGTTCCCGTACCCGCACGCGCCGCCCATCGTCCCC
GACGCGTCGCTCCCGCCGTAGAACGTCGCGTGCGCGCTCTGCCAGTCLCLCCGLLGL
CGTACGCCCCCGGGATGCGCGCCGLCCGCCGGGGAGACCGCCAGCGLCCAGLGLCCA
GCGCCAACAGAGCGGCGACCACCGTCATTGCGGACGCCATCACACGGLCGLCGGCG
GCTCTCGCTCGCTAGCAGCGGCAGCGGCAACGGCAACGGCGAGCGGCGGAGGGEG
GGAGTGGGGGTGGAGTGCAGTGGAGTGTGGTGGGGAGGCGGACGGGACGGAGG
CGGTATTTAAGGAGGCACGAGGAGGGAGGGAGACCAAATAATGGCGCGCGTCGC
GTATGCGCGCCTACGCCCGCGGAGGCGGCCTTGGCCTAGTAGCGAGTGGGAAAA
ACGAACGATGAGATTTGTGACTTTGTGCGTGTGACCCGCTGCGCCTGCGTGTGTA
GTGGACAGTGGTAGTACACTACTGGAGGAGTACGTAACGTACAACGTTACCTGCC
ACAGCTGTGGTTTTGCCCTTTTGCCTCCTCGCAACGATTTTTTTTTTGTTTTTTTTTA
ACTTTTCAGGTTTACTGGGTTTGGAGAGAAAAAAATTGATGATTGGATTCATATA
AAAACTTTTGTTTTGTACAAAATAAATTATAGACAAACAAAGGAAAATTTCTTTT
CCTACTAGCTATACAGAGAATACATAGGAAGAAGTGTATCCACTTGAACATCTCA
ATAAAATTGCTATAAATTAG






