IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s07g31390

Gene Model: LOC_0s07¢g31390.1
Description: OstEXLB-01
Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015

EXTERNAL RESOURCES
http://rice.uga.edu/
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-+ Name Accession Description Interval E-value
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 8-253 1.83e-82
SEQUENCES

Peptide

>0OstEXLB-01

MAQLLRRHLPVILSLILFLSKATADANFTVSRAAYYPNSDIKGTENGACEYGAFGATL
NNGDVSASASLYRDGVGCGACYQVRCTNPYYCSPNGVTIVITDSGASDGTDFILSQH

AFTRMAQSTDAGTALLTLGVVGIEYRRVSCTYPNKNIVFKITESSNFPNYLEFEIWYQ

QGNQDIIAVQLCETVNLTCQLLSRTHGAVWAAVSPPSGPLSIRMLFSSGAPRGGDTW

LVPTNIVPQNWTAGATYDSGVQVQLQ*

CDS (coding sequence)
>OstEXLB-01

ATGGCTCAGCTGCTTCGTCGGCATCTCCCAGTCATACTTTCTCTCATCTTGTTCCTC
TCTAAGGCTACTGCAGATGCAAACTTCACTGTGTCGAGAGCAGCATATTACCCCA
ACTCTGATATAAAAGGGACCGAAAACGGTGCATGTGAGTATGGCGCATTTGGGG
CAACACTCAACAATGGTGATGTTTCAGCTTCAGCAAGCCTCTACAGGGATGGGGT
AGGCTGTGGTGCATGCTACCAGGTGAGGTGCACGAATCCTTACTATTGCTCTCCA
AATGGCGTCACAATTGTGATCACCGACTCTGGGGCGAGTGATGGCACTGATTTCA
TCCTCAGCCAGCATGCTTTCACCAGGATGGCGCAGAGTACAGATGCTGGTACAGC
GCTGCTAACCCTTGGCGTGGTTGGGATTGAGTACAGGAGGGTTTCTTGTACCTAC
CCAAACAAGAATATCGTTTTCAAGATTACTGAGAGCAGCAATTTCCCCAACTATC
TTGAATTTGAGATCTGGTACCAGCAAGGCAACCAGGACATCATTGCGGTCCAGCT
TTGTGAGACTGTGAATTTGACATGCCAACTTCTGAGCCGGACTCATGGTGCAGTG
TGGGCTGCTGTCTCTCCACCAAGTGGGCCTCTGTCTATAAGGATGTTATTTAGTAG
CGGAGCTCCCCGTGGTGGTGACACATGGCTAGTTCCGACGAACATAGTACCCCAG
AACTGGACGGCAGGGGCCACATATGATTCTGGGGTCCAAGTACAGCTGCAGTAG

Nucleotide
>0OstEXLB-01

CTATTGCATGCACCGCATCTCTTAAGGCTTTGTACGCGTCTCCACGGTCCAAACCA
CCAATGGCTCAGCTGCTTCGTCGGCATCTCCCAGTCATACTTTCTCTCATCTTGTT
CCTCTCTAAGGCTACTGCAGATGCAAACTTCACTGTGTCGAGAGCAGCATATTAC
CCCAACTCTGATATAAAAGGGACCGAAAGTAAGTACCTTTCAGATAAAATTACTT
CAATTGGGTTAGCATACCTCACATGAACCCAAAAAAAGGAAGTTAAATTATACTT
AAACTCGGAAATGCATAAAGTTTCTAAGCTAGCTCATAGAAATTGTACTTGTTTC



TAATTGTACTTCTAGACGGTGCATGTGAGTATGGCGCATTTGGGGCAACACTCAA
CAATGGTGATGTTTCAGCTTCAGCAAGCCTCTACAGGGATGGGGTAGGCTGTGGT
GCATGCTACCAGGTAATCCATCTGTATGACTAGGCTGTGTGAATCATTAAAAAAA
AATCCTTTCATTTTTACCAACAATGCCAATTACCAATAGGTGAGGTGCACGAATC
CTTACTATTGCTCTCCAAATGGCGTCACAATTGTGATCACCGACTCTGGGGCGAG
TGATGGCACTGATTTCATCCTCAGCCAGCATGCTTTCACCAGGATGGCGCAGAGT
ACAGATGCTGGTACAGCGCTGCTAACCCTTGGCGTGGTTGGGATTGAGTACAGGA
GGTCTGCGCATATAATTAATCTGCCAAAATTCTTGATTGAACGGCATAACTATTTG
TTTTCTTAGATGAAAAATAAAATGAAAACTACTATAGAAACAATATCTGCATAAG
GAATTATGGACGCATGTGCTGTTACTGACATGTCATGGTTCTGGTTTCCTCTACAC
TACAGGGTTTCTTGTACCTACCCAAACAAGAATATCGTTTTCAAGATTACTGAGA
GCAGCAATTTCCCCAACTATCTTGAATTTGAGATCTGGTACCAGCAAGGCAACCA
GGACATCATTGCGGTCCAGCTTTGTGAGGTAAAGTGAAACACTATACAGTAAACA
ACATAAATTTGTAATTGTAGATGTACAGATCAAGCGCAAAAACATTCGTAGTACT
AAATACCTGTTCATGACTTGATGCAGACTGTGAATTTGACATGCCAACTTCTGAG
CCGGACTCATGGTGCAGTGTGGGCTGCTGTCTCTCCACCAAGTGGGCCTCTGTCT
ATAAGGATGTTATTTAGTAGCGGAGCTCCCCGTGGTGGTGACACATGGCTAGTTC
CGACGAACATAGTACCCCAGAACTGGACGGCAGGGGCCACATATGATTCTGGGG
TCCAAGTACAGCTGCAGTAGCTATATAAAATTAAAAGAAAAATTCTACCAATGCA
AATGTATTCATAATATTTCATTATTCCCTTGTTTTCTGGTAATGTATATTCAAAGTA
TTTGTTGTAATTTGT






