
IDENTIFICATION 

Species: Sorghum bicolor Rio 

Locus: SbRio.01G292800 

Gene Model: SbRio.01G292800.1.p 

Description: SbrEXPB-03 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

https://www.sorghumbase.org/post/sorghum-bicolor-rio 

https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbrEXPB-03 

MATCSSTVVALGALLFSLLATCGSCARPVSFNASDFTADPDWEAARATWYGAPTGA

GPDDDGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCQNNDACSGNPE

TVIITDMNYYPVSKYHFDLSGTAFGAMAKPGRSDELRHAGIIDIQFKRVPCNYPGQKV

TFHVEEGSNPVYFAVLVEFEDGDGDVVQVDLMEANSGSWTPMRESWGSIWRLDSG

HRLTAPFSLRITNESGKTLVANQVIPANWVPNTYYRSIVQY* 

CDS (coding sequence) 

>SbrEXPB-03 

ATGGCCACCTGCTCCTCCACAGTAGTTGCACTTGGTGCACTTCTCTTCTCGCTCCT

TGCAACGTGTGGCTCATGCGCTAGACCAGTGAGCTTTAACGCCTCCGACTTCACC

GCCGATCCCGACTGGGAGGCTGCCAGGGCAACCTGGTACGGTGCGCCCACCGGC

GCCGGCCCTGATGACGACGGTGGCGCCTGTGGATTCAAGAACGTGAACCTGCCGC

CGTTCTCGGCAATGACATCGTGCGGCAACGAGCCCTTGTTCAAGGACGGCAAGGG

CTGCGGCTCCTGCTACCAGATACGATGCCAAAACAACGATGCCTGCTCCGGCAAC

CCTGAGACGGTGATCATCACTGACATGAACTACTACCCCGTGTCCAAGTATCACT

TCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCCGGCCGCAGCGACG

AGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGGTGCCCTGCAACTA

CCCCGGGCAGAAGGTGACGTTCCACGTGGAGGAGGGCTCCAACCCCGTCTACTTC

GCGGTGCTCGTCGAATTCGAAGACGGCGACGGCGACGTGGTGCAGGTGGACCTC

ATGGAGGCCAACTCCGGGTCGTGGACGCCGATGCGCGAGTCCTGGGGATCCATCT

GGAGGCTGGACTCCGGCCACCGCCTCACCGCGCCGTTCTCCCTGCGCATCACCAA

CGAGTCCGGCAAGACGCTGGTGGCGAACCAAGTCATCCCGGCCAACTGGGTGCC

CAACACCTACTACCGTTCCATCGTCCAGTATTAG 

Nucleotide 

>SbrEXPB-03 

CATCGAGACACACACAACTTCTCCTGTCTGCCTACCGATAGCTCTAATAGCTGCC

CTCTCAAGTACTAGCTACACGATGGCCACCTGCTCCTCCACAGTAGTTGCACTTG

GTGCACTTCTCTTCTCGCTCCTTGCAACGTGTGGCTCATGCGCTAGACCAGTGAGC



TTTAACGCCTCCGACTTCACCGCCGATCCCGACTGGGAGGCTGCCAGGGCAACCT

GGTACGGTGCGCCCACCGGCGCCGGCCCTGATGACGACGGTACGTATACATGAA

CGCCGCCGCCGGTGCATGCATGGTCTCATTGTGTGTGCATGCACTGCATATAGCG

TTGTTTTGAACCGAGTCTGAACTACAGTGCGCCGCCGCCGTTCTGCATGCAGGTG

GCGCCTGTGGATTCAAGAACGTGAACCTGCCGCCGTTCTCGGCAATGACATCGTG

CGGCAACGAGCCCTTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACCAGGTA

CACTCCTACGTAGCTAGATTGGTTGGTCAGACAAAGATCCTTTAATTTGGTGCCTG

CCTTAATGGAAACGAAAAGCTGAAGGCTGAAGCATAGTTTTGACTTTCGACTAAC

CAACTCCGTTTTACTTTCTTTTTTTCCAGATACGATGCCAAAACAACGATGCCTGC

TCCGGCAACCCTGAGACGGTGATCATCACTGACATGAACTACTACCCCGTGTCCA

AGTATCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCCGGCCG

CAGCGACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGTGGGT

AACACGCAACGCTCGTTGCACAGAATCAACACGCACAGTCGACCGGCTGATGAT

CAGCTGGAGGCCCTACACCAACAGAATCATATCTCGAGACCGTCTAGCTAATACT

TAATTTTGCCGTGGAGCCCTTGTACTTTTGCTCAACAAACTCTAACGATAACGACC

GGTTGATTTTTATTTTTTATTTTTCTGACGGGCCCCATGTAGATTCAATTCGCACA

AATATTAGTAGTACTTCCGCTTTACAATTTGGCGCGTCTGCGTGCGGATGTGTCTG

CCTGTGGACAAAGTGTTCTGAAGCTCTTGCCTAATCCAAGCATATCACATGGCTT

GTTCCTGTGTCTGTAGGGTGCCCTGCAACTACCCCGGGCAGAAGGTGACGTTCCA

CGTGGAGGAGGGCTCCAACCCCGTCTACTTCGCGGTGCTCGTCGAATTCGAAGAC

GGCGACGGCGACGTGGTGCAGGTGGACCTCATGGAGGCCAACTCCGGGTCGTGG

ACGCCGATGCGCGAGTCCTGGGGATCCATCTGGAGGCTGGACTCCGGCCACCGCC

TCACCGCGCCGTTCTCCCTGCGCATCACCAACGAGTCCGGCAAGACGCTGGTGGC

GAACCAAGTCATCCCGGCCAACTGGGTGCCCAACACCTACTACCGTTCCATCGTC

CAGTATTAGCAATATATACCCTGCTGCGCACAATAATAATTCTGTGTCATTGTGGT

TGATTAGTAGTTTGGTACTAGTATTGTATTGCTGCATGGACTGATGAGCGACTGAT

GAGGTCGCCTCAGTCAGTTACTAGTAAGGGTGTTGGTGGTGCGTGGCTTCTTTAA

TTCAGGGATTTGAAGACTGGGGAAATGGAGGAAGCAAAGTTAATTTGCAAATGC

TTTCCCGCCCATTGTCAATGCATGTACCAGTGCGATTAAGATTATAATTATTAATC

GTATTTTGTGCC 




