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Species: Panicum hallii HAL

Locus: PhHAL.9G191800

Gene Model: PhHAL.9G191800.1.p
Description: PhhEXPB-16

Family: Beta Expansin
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Superfanilies PLNG3023

DPBB_R1pA_EXP_N-like superfamily
List of domain hits ol
Name Accession Description Interval E-value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansing 44-165 3.16e-82
[+] PLND3023 super family cl33621 Expansin-like B1, Provisional 23-267 7.88e-42

>PhhEXPB-16

MASMIASSKVVTLGALIFLLLVSYGLCTRIVNFNASHITADPYWVAARATWYGAPTG
AGPYDNGGACGFKNVNLPPFSAMTSCGNQPLFKDGKGCGSCYQIRCLNHPACSGNP
ETVAITDMNYYPVAKYHFDLSGTAFGALAQPGRNDELRHAGIIDIQFKRVPCIYPGLT
VTFHIEHGSNPVYFAVLVEFEDGDGDVVQVDLMEANSGWWTPMRESWGSIWRLDS
NHRLRAPFSLRITNESGQKLVAYQVIPANWAPNTYYRSNIQYQAMSSGAGLDMSSGA
GLDISSTAGLVISSAAGLDTKILGISGLICLVLFCLHGIEVP*

CDS (coding sequence)
>PhhEXPB-16

ATGGCATCCATGATTGCCTCGTCCAAGGTGGTTACACTTGGTGCACTGATCTTCCT
CCTCCTTGTCTCGTATGGCTTATGCACTAGGATCGTCAACTTCAATGCCTCCCACA
TCACCGCGGACCCCTACTGGGTGGCTGCCAGGGCCACTTGGTATGGTGCGCCAAC
CGGTGCTGGCCCCTACGACAATGGTGGGGCTTGCGGGTTCAAGAACGTGAACCTG
CCTCCTTTCTCGGCCATGACGTCGTGCGGTAACCAGCCCCTATTCAAGGATGGCA
AGGGCTGCGGCTCGTGCTACCAGATAAGATGCCTCAACCACCCTGCGTGCTCCGG
CAACCCGGAGACGGTGGCGATCACGGATATGAACTACTACCCAGTCGCCAAGTA
CCACTTTGACCTCAGCGGCACGGCGTTTGGGGCCTTGGCACAGCCCGGCCGCAAC
GACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGGTGCCCTGCA
TCTACCCCGGGCTGACAGTGACCTTCCACATCGAGCACGGCTCAAACCCCGTCTA
CTTCGCAGTGCTTGTTGAGTTTGAAGATGGAGACGGCGATGTGGTCCAGGTGGAC
CTCATGGAGGCCAACTCCGGGTGGTGGACGCCGATGCGGGAGTCATGGGGATCC
ATCTGGAGGCTGGACTCCAACCACCGGCTCAGAGCGCCCTTCTCGCTGCGCATCA
CCAACGAGTCCGGCCAGAAGCTGGTGGCGTACCAGGTCATCCCGGCCAATTGGG
CGCCCAACACTTACTACCGCTCCAACATCCAGTACCAGGCTATGAGCTCTGGTGC
TGGACTGGATATGAGCTCTGGTGCTGGACTGGATATAAGCTCTACTGCTGGGCTG
GTTATTAGCTCTGCTGCTGGGCTGGACACGAAAATTCTCGGGATCAGTGGCTTGA
TTTGTTTGGTATTGTTTTGTTTGCATGGGATTGAGGTGCCTTAG



Nucleotide
>PhhEXPB-16

AACCATGTGACCCCCCACCAAAAAGACATCAGGTGCTCTGAGTTTGCTCCAGAGC
CATGTGAACCCCCACCAAAGGATATCCTGCAATGTGCTTCTCGCTGACCATCGAA
ACAGAGAGCTACATGTCTGCCTAGTACTAGCAACTAAAGAGCTCGCTAGTAAGAT
GGCATCCATGATTGCCTCGTCCAAGGTGGTTACACTTGGTGCACTGATCTTCCTCC
TCCTTGTCTCGTATGGCTTATGCACTAGGATCGTCAACTTCAATGCCTCCCACATC
ACCGCGGACCCCTACTGGGTGGCTGCCAGGGCCACTTGGTATGGTGCGCCAACCG
GTGCTGGCCCCTACGACAATGGTATGTACATTAATGTCGGTGCATGGCGCCAGAT
TGTATATGGCATGTATTGTTGTTGGATGATTTATAAGGTTCCGTGCATGCAGGTGG
GGCTTGCGGGTTCAAGAACGTGAACCTGCCTCCTTTCTCGGCCATGACGTCGTGC
GGTAACCAGCCCCTATTCAAGGATGGCAAGGGCTGCGGCTCGTGCTACCAGGTAC
ATTACTTGGTCAGAGATACTATTTCTAGGATGTCGATGTTGACAAGCTAATTTGTG
CTGTCAGTCTCCCTCATGAAAATGGAAACAGAGGTAGACTGAGAGAAATTAGATT
AGGGACAGTTTGGACTAAATCCTTTCATTTGTTGCTGACCTTTTTCAGATAAGATG
CCTCAACCACCCTGCGTGCTCCGGCAACCCGGAGACGGTGGCGATCACGGATATG
AACTACTACCCAGTCGCCAAGTACCACTTTGACCTCAGCGGCACGGCGTTTGGGG
CCTTGGCACAGCCCGGCCGCAACGACGAGCTCCGCCACGCCGGCATCATCGACAT
CCAGTTCAAGAGGTCCGTGACATGCACTGCTCGTTTCATAGAACCACAGGACAAC
CAATCTCAAGGCCCTACACATACAGATTCATATCTCGACCGTCTTGCTACTTTGCT
ATGGGGCCCTTGTACTTTTGCTAACCGATTTTAACGACAACTATCGGTTTGGGTAG
ATTTGTAGATTTGCACAAATAGTAGTACTGCTTCCACTTTACAATTTGGCATTTTA
GTATGCCTATGGACAAGCCTAATCCAAATTACATGTAACATGGCATGTTCCTGTA
GGGTGCCCTGCATCTACCCCGGGCTGACAGTGACCTTCCACATCGAGCACGGCTC
AAACCCCGTCTACTTCGCAGTGCTTGTTGAGTTTGAAGATGGAGACGGCGATGTG
GTCCAGGTGGACCTCATGGAGGCCAACTCCGGGTGGTGGACGCCGATGCGGGAG
TCATGGGGATCCATCTGGAGGCTGGACTCCAACCACCGGCTCAGAGCGCCCTTCT
CGCTGCGCATCACCAACGAGTCCGGCCAGAAGCTGGTGGCGTACCAGGTCATCCC
GGCCAATTGGGCGCCCAACACTTACTACCGCTCCAACATCCAGTACCAGGCTATG
AGCTCTGGTGCTGGACTGGATATGAGCTCTGGTGCTGGACTGGATATAAGCTCTA
CTGCTGGGCTGGTTATTAGCTCTGCTGCTGGGCTGGACACGAAAATTCTCGGGAT
CAGTGGCTTGATTTGTTTGGTATTGTTTTGTTTGCATGGGATTGAGGTGCCTTAGT
TGATTAGCAGGTGACAGTGACATGTCGGGTGCCCTATGTTGTAGGTGGTGTTGTG
TGTCTTGAGAGATTTGACGACTGGAAGTTAATCCTGTCCCGGAGAGAGTTGGAGG
CGCGCCCCGACACGTCCGACCTGCCGGAGGCATTGTCGGTTGAGAGCTTCATCTT
TCCGAAAAAAATTGAACCCAAATAATTTTCCTATAAATTTCTTTGATTACTCTGCG
GTTATTTTTTTGGAGTTTCTAAACATTTTCGGTTGATTCGG





