IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0565s0026

Gene Model: Kalax.0565s0026.1.p
Description: KIEXPA-45

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE
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Query seq.
Superfanilies PLNOOO50O

+ Name Accession Description Interval E.value
[+] PLN00050 super family 31535 expansin A; Provisional 33-255 5.44e-131
SEQUENCES

Peptide

>KIEXPA-45

MKQKLSAASAFLLSLLFSCHFCNRPVYADYGDWQPAHATFYGGGDASGTMGGACG
YGNLYSQGYGTNTAALSTALFNDGLSCGSCYEMQCRDDPQWCLPGTITVTATNFCPP
NPAQPNDDGGWCNPPLQHFDMAEPAFLKIAQYKAGIVPVSYRRVPCAKSGGLHFTIN
GHSYFNLVLITNVAGAGDVRSVSVKGSNTEWQTMSRNWGQNWQSNSYLNGQSLSF
QVTASDGRTVTNYDVAPSDWQFGQTFEGGQF*

CDS (coding sequence)
>KIEXPA-45

ATGAAGCAGAAGCTCTCGGCTGCCTCAGCCTTCTTGCTCTCTCTTCTCTTCTCGTG
CCATTTCTGCAACCGCCCGGTCTACGCCGACTACGGCGATTGGCAGCCCGCGCAC
GCCACCTTCTACGGCGGCGGTGACGCTTCCGGCACAATGGGGGGGGCTTGTGGGT
ACGGTAACCTGTACAGCCAGGGCTACGGCACCAACACGGCGGCGCTCAGCACTG
CGCTGTTCAACGATGGCCTGAGCTGCGGATCATGCTACGAGATGCAGTGTAGGGA
TGACCCGCAGTGGTGTCTTCCGGGCACTATCACCGTCACCGCCACAAACTTCTGC
CCTCCCAACCCGGCCCAACCCAACGACGACGGCGGCTGGTGCAACCCTCCCCTCC
AGCATTTCGACATGGCCGAGCCCGCATTTCTCAAGATCGCCCAATACAAGGCCGG
AATCGTTCCCGTCTCTTATAGAAGAGTTCCGTGTGCGAAGAGCGGAGGCCTGCAT
TTCACGATCAACGGACACTCTTACTTCAACCTGGTCCTGATCACCAACGTCGCCG
GGGCCGGAGATGTGCGCTCAGTTTCCGTCAAGGGGTCCAACACAGAATGGCAAA
CCATGTCAAGAAACTGGGGGCAAAATTGGCAAAGCAACTCTTACCTCAATGGAC
AGAGTCTCTCGTTTCAAGTCACCGCCAGTGACGGAAGAACCGTGACAAACTATGA
CGTGGCGCCATCTGATTGGCAGTTTGGACAAACTTTCGAAGGTGGCCAGTTTTAA

Nucleotide
>KIEXPA-45

AGTCCAAACCTCATCTTAATCCCCTGGCTGCCTCACAAACCCTAGCTACGAGATC
ACACTGCCTACTCATTCAACCCTAATACATTAATTTCGATTCTCACAATGAAGCAG
AAGCTCTCGGCTGCCTCAGCCTTCTTGCTCTCTCTTCTCTTCTCGTGCCATTTCTGC
AACCGCCCGGTCTACGCCGACTACGGCGATTGGCAGCCCGCGCACGCCACCTTCT
ACGGCGGCGGTGACGCTTCCGGCACAATGGGTACGTAATAAGCTAGTCTTATACA
CTACGTACGTACACTGATAATTAATAAGCTCATTTTGCATGCATGTTCTAATGGTT



AATTCTTCTTCAAGGGGGGGCTTGTGGGTACGGTAACCTGTACAGCCAGGGCTAC
GGCACCAACACGGCGGCGCTCAGCACTGCGCTGTTCAACGATGGCCTGAGCTGCG
GATCATGCTACGAGATGCAGTGTAGGGATGACCCGCAGTGGTGTCTTCCGGGCAC
TATCACCGTCACCGCCACAAACTTCTGCCCTCCCAACCCGGCCCAACCCAACGAC
GACGGCGGCTGGTGCAACCCTCCCCTCCAGCATTTCGACATGGCCGAGCCCGCAT
TTCTCAAGATCGCCCAATACAAGGCCGGAATCGTTCCCGTCTCTTATAGAAGGTG
ACACCAATTCTCACATTTTCATTTCTTGTCACACATTTTTAATTACTAGACGGATC
CTAAGAATCTAGCTATGCCATTTTGTGAATTTAGAGTTCCGTGTGCGAAGAGCGG
AGGCCTGCATTTCACGATCAACGGACACTCTTACTTCAACCTGGTCCTGATCACC
AACGTCGCCGGGGCCGGAGATGTGCGCTCAGTTTCCGTCAAGGGGTCCAACACA
GAATGGCAAACCATGTCAAGAAACTGGGGGCAAAATTGGCAAAGCAACTCTTAC
CTCAATGGACAGAGTCTCTCGTTTCAAGTCACCGCCAGTGACGGAAGAACCGTGA
CAAACTATGACGTGGCGCCATCTGATTGGCAGTTTGGACAAACTTTCGAAGGTGG
CCAGTTTTAAATTTTAACACTAAAGGCCCCTCATGTTTTGTCCATGTCTAGTTTAT
GGCCTCTAATAGTTTACAATTACATAGAGTCCTGTTTTGTTGTGTGTTTTCCAAAT
AAAGTGTTTAGATATA






