IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin02G515400

Gene Model: Misin02G515400.1.p
Description: McsEXPB-34
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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DOMAIN ARCHITECTURE

ite )
specific hits B - | Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily -I Pollen_allerg_1 superfamily

List of domain hits L
+ Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 103-224 3.15e-79
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pil and Plil from Lolium perenne. 232-314 1.10e-31

>McsEXPB-34

MAVLWSLCSRAVAAALLCLLVAHGSNCAKHNNGGGSSGGKSHKQGGRGGHAHAH
AHAAPTPSPSPSPAPAAPPGGAAGTVPPPVYPTPTTTPPPASNGSSGGWLNARATWYG
APNGAGPDDNGGACGFKGVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCKAHPAC
SGVTETVIITDMNYYPVAPYHFDLSGTAFGAMAKDDRNDELRHAGIIDIQFKRVPCQ
YAGLTVTFHIERGSNPNYLAVLVEYENGDGDVVQVDLMESRPDDGEPTGVWEPMRE
SWGSIWRMDTRRPLQGPFSLRVTNESGKTLVADQVIPADWQPDNVYSSIVQFD*

CDS (coding sequence)
>McsEXPB-34

ATGGCGGTACTGTGGTCCTTGTGCTCCCGCGCCGTGGCTGCTGCGCTGCTGTGCCT
GCTGGTGGCTCACGGCAGCAACTGCGCCAAGCACAACAATGGTGGTGGTAGTTCC
GGCGGCAAGAGCCACAAGCAGGGCGGACGAGGAGGCCATGCCCATGCCCATGCC
CATGCCGCCCCGACCCCGTCTCCTTCTCCTTCTCCTGCGCCGGCGGCTCCACCTGG
TGGTGCTGCTGGTACAGTCCCGCCGCCCGTGTACCCGACCCCGACGACGACGCCT
CCGCCGGCAAGCAACGGCAGTAGTGGTGGGTGGCTCAACGCCCGTGCGACATGG
TACGGCGCCCCCAACGGGGCGGGGCCCGACGACAACGGLGGLGLCGTGLGGLTTC
AAGGGCGTGAACCTGCCACCTTTCTCGGCGATGACGTCCTGCGGCAACGAGCCAC
TCTTCAAGGACGGCAAAGGATGCGGCTCCTGCTACCAGATCCGTTGCAAGGCCCA
CCCTGCGTGCTCCGGCGTGACGGAGACGGTGATCATCACGGACATGAACTACTAC
CCCGTGGCCCCCTACCACTTCGACCTCAGCGGCACCGCCTTCGGAGCCATGGCAA
AAGACGACCGCAACGACGAGCTGCGGCACGCCGGCATCATCGACATCCAGTTCA
AGAGGGTTCCGTGCCAGTACGCTGGGCTGACGGTGACCTTCCACATCGAGCGCGG
GTCCAACCCCAACTACCTGGCGGTGCTGGTGGAGTATGAGAACGGCGACGGCGA
CGTGGTCCAGGTGGACCTCATGGAGTCCCGCCCCGACGACGGCGAGCCCACCGG
CGTGTGGGAGCCCATGCGCGAGTCCTGGGGCTCCATCTGGAGGATGGACACCCGC
CGGCCGCTGCAGGGGCCCTTCTCCCTGCGCGTCACCAACGAGTCCGGCAAGACGC
TGGTCGCCGACCAGGTCATCCCAGCGGACTGGCAGCCCGACAACGTCTACAGCTC
CATCGTCCAGTTCGACTGA



Nucleotide
>McsEXPB-34

TAGAAGGCTGGCTCGTGAACCCCCCAAGGCCACGGGCCAGCAGGCAAGCAAGCT
GATGAGTGATGAGTGGGCAGGCCCGCAGGCAGAAGCTGATGGAGGTCGTGGTCG
CGTGTCGCTCCCTTCCACCCGCATGTGAGCAGCGCGLCCGGGGLCCGLCLCGGLCGATC
GCCGCTGGCTGCGGCCCGGTCCCAACGTCGTGTAGCGCTCGCTATCCGGCCGLGG
CCTGCTATTGTTGGCTCTGGTTTCTGTTGTGAATGCATACCGGCCGATGGATTGGT
TTGCTAGTGCTGCTGGTCTGGAATTTTGGTCGCGATGAAATTTTATTTGCAAGTGC
GAGGATCGGATTCGGATGGAGTAACTAACTAATAACGCCTCCCGTGACCCGTGTC
CACTTCAGTTCATGTGTCTGTCTGTCCGATCCGTCCGGTGGCCGCGACCTCCAAAT
GCAATCCCGGCCGCCTCTCCTATAAATACGAGACATGCATGGTAACCGACGGCAG
GCTCATCCACCGCCGCGCCGGCAAAGGCAAGCACTCAGCGCGCAGAGCGATTTA
ATTAGCTAGATAGTGGCCGGCATGGCGGTACTGTGGTCCTTGTGCTCCCGCGCCG
TGGCTGCTGCGCTGCTGTGCCTGCTGGTGGCTCACGGCAGCAACTGCGCCAAGCA
CAACAATGGTGGTGGTAGTTCCGGCGGCAAGAGCCACAAGCAGGGCGGACGAGG
AGGCCATGCCCATGCCCATGCCCATGCCGCCCCGACCCCGTCTCCTTCTCCTTCTC
CTGCGCCGGCGGCTCCACCTGGTGGTGCTGCTGGTACAGTCCCGCCGCCCGTGTA
CCCGACCCCGACGACGACGCCTCCGCCGGCAAGCAACGGCAGTAGTGGTGGGTG
GCTCAACGCCCGTGCGACATGGTACGGCGCCCCCAACGGGGCGGGGCCCGACGA
CAACGGCGGCGCGTGCGGCTTCAAGGGCGTGAACCTGCCACCTTTCTCGGCGATG
ACGTCCTGCGGCAACGAGCCACTCTTCAAGGACGGCAAAGGATGCGGCTCCTGCT
ACCAGGTCTGTAATGCATGCATATATTATATTTGCCATTGCCAGTACGCAACGCA
AGGACGATGTCTTTTAGCTACCTACCTAGCTAACTGTACTGTACATGCAATGGCA
TGCATGGCACTCATGCGTATGGAAGCAGATCCGTTGCAAGGCCCACCCTGCGTGC
TCCGGCGTGACGGAGACGGTGATCATCACGGACATGAACTACTACCCCGTGGCCC
CCTACCACTTCGACCTCAGCGGCACCGCCTTCGGAGCCATGGCAAAAGACGACCG
CAACGACGAGCTGCGGCACGCCGGCATCATCGACATCCAGTTCAAGAGGTAATT
AATTGGCGCTGTCCACAAAAGCTTCTATACTAGCTAGCCATGGTAGTATCTTTTAA
TAATACATTAATTTTCCTTTTTTTCTCTCTCTCTTTAACGGCCGTAATGCAAGTACC
TACGGATCCGAGTAGTATTATCTATCTATCTATCTATCTATCTATTCGATTTCTAGT
AGTCTATGCATGCATGTACTTCGACTGATATATAATGTATGCATGTGCCCAAATTA
ATCCAAAACTAAATAATGATATATATATATATATATATATATATATATATATATAT
ATATATATATATATATATATATATATATATATATATATATATATATATATATATAT
ATATATATATATATATATATATATATATATATATATATATGTATGTAGAAATGATG
CTGCTAGTGCTAGCTAAATGAAGTTAATGATATATAGTATTAATTAATTACGAAA
AAAAACACCACACCTACTTATTATTATGTATGTGTTGTGCTGCCGGGCCGCCCGG
GTTTGCATGCAATTACTTGCAATTGCCGATTGCCAATTGCAGGGTTCCGTGCCAGT
ACGCTGGGCTGACGGTGACCTTCCACATCGAGCGCGGGTCCAACCCCAACTACCT
GGCGGTGCTGGTGGAGTATGAGAACGGCGACGGCGACGTGGTCCAGGTGGACCT
CATGGAGTCCCGCCCCGACGACGGCGAGCCCACCGGCGTGTGGGAGCCCATGCG
CGAGTCCTGGGGCTCCATCTGGAGGATGGACACCCGCCGGLCCGCTGCAGGGGLCC
CTTCTCCCTGCGCGTCACCAACGAGTCCGGCAAGACGCTGGTCGCCGACCAGGTC
ATCCCAGCGGACTGGCAGCCCGACAACGTCTACAGCTCCATCGTCCAGTTCGACT
GACGACGACTAGCGATCCATCGATCGGTTCCCCGGCCGGCCGGGCCGGCTACATC
TACATGATGATACATATATATACTCCAAATCTTCAATGCAAATGCAAGCAATTCA
GCTAGCTGCTACGTACGTACCTATCATGCATGCACAGATATACACATAGCTAGCT




AGCTCTAGATGATATATACACACACATCCCAATGCAGTCAGTAAGTAATACATTC

CATGGATGGATGATATATATAGATAGATAGACAGGCAGACGACGTCTGTTGGTTG
TTTTCTTGTTATGGGGGTACTGCTAGCTAGCTGCTAAATACCACTACTATAATGCT

GCTGCTTTTGGCGAGACGTCGCTTGTGACGTCCGTCCAGTGTATTATATTGTGCCT

GTATCTGTATGTATGTCCAATCCAGTCATCATATATATATATATATACGGAGTATA
TATGAATCA





