
IDENTIFICATION 

Species: Sphagnum fallax 

Locus: Sphfalx0046s0088 

Gene Model: Sphfalx0046s0088.1.p 

Description: SfEXPB-02 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SfEXPB-02 

MAAFFRELLLVLALLVCIFADRLPLYSCQSSNDTQWQSATNGATWYGAPDGDGSDA

GACGYGTLSSSPYGSSITAVNAPLFQDGAGCGVCYEIQCTNSGLCKSTPTTVVVTDLC

PGGAWCDGSNPHFDLSGTAFSNLAVPGQEEALRTVGVLDPLLYKRVPCSYPAGTTIS

FTVDPGSNSFWLALVIKYVGGPGDIQAVQIQQAGDNSGWQSMTHNWGANWMFQST

TGGPIQGPLSIRLAAKLDGQVTVAENFIPAGYSNGATYSSSVHSRY* 

CDS (coding sequence) 

>SfEXPB-02 

ATGGCTGCATTCTTTCGTGAACTGTTGCTAGTGTTGGCGTTGCTAGTGTGCATATT

TGCCGACCGTCTGCCTTTGTATTCATGCCAAAGCAGCAACGATACGCAGTGGCAG

TCAGCCACTAACGGTGCAACTTGGTACGGAGCACCGGATGGAGATGGCTCTGATG

CGGGTGCGTGTGGGTATGGAACTCTTTCCAGTTCGCCCTACGGAAGCAGCATCAC

CGCTGTGAATGCGCCTCTTTTCCAAGATGGAGCAGGCTGCGGAGTCTGTTACGAA

ATCCAGTGTACCAACAGCGGCCTGTGTAAGTCGACCCCCACCACTGTGGTTGTCA

CGGACCTGTGCCCTGGAGGTGCGTGGTGTGATGGCAGCAATCCCCACTTCGATCT

CAGTGGCACCGCTTTCAGCAATTTGGCGGTTCCTGGCCAGGAGGAGGCTCTCCGC

ACAGTCGGTGTTCTCGATCCTCTTCTTTATAAGAGGGTTCCGTGTTCTTACCCGGC

GGGAACCACGATTTCCTTTACTGTGGATCCGGGGTCCAACTCTTTCTGGCTAGCAC

TCGTTATCAAGTACGTGGGAGGCCCGGGAGACATTCAAGCCGTGCAAATCCAGC

AGGCTGGCGACAACTCTGGGTGGCAATCCATGACGCACAACTGGGGTGCTAACT

GGATGTTTCAGTCCACCACCGGAGGTCCAATTCAAGGGCCTCTTTCCATTCGTTTG

GCGGCTAAGCTGGATGGTCAAGTTACAGTTGCGGAGAATTTCATACCCGCCGGGT

ATTCAAATGGTGCAACTTATTCGTCTTCAGTGCATTCTAGGTACTAA 

Nucleotide 

>SfEXPB-02 

ATGGCTGCATTCTTTCGTGAACTGTTGCTAGTGTTGGCGTTGCTAGTGTGCATATT

TGCCGACCGTCTGCCTTTGTATTCATGCCAAAGCAGCAACGATACGCAGTGGCAG

TCAGCCACTAACGGTGCAACTTGGTACGGAGCACCGGATGGAGATGGCTCTGATG

GTAAAATATAGAATTGGTCCATGCACCTTCATCCCAGCTGGTCGTGGTTATAAAC



ACTTAATACTATCATGATTTACAAGCTGGATGCAATCTCGATGCCAGTAGTCTAG

CGTTTTTCGTCATAAGTTGTAATTACCCACCAAGCGTTTCAGATGTTTCTGTTAGC

ATGCATGCATTCAGAAGAGTTTGACTCTCCCCCCAGGTAGGAAAAATGAAGCCAT

GCATGTACTGGTTCATGATATTGTATTTTATAGCCATGTGCTGATCAAGTGATTCT

GTTTTTCTCCCCTGCTGCACCCATGGTGCATGGCGGTTATTCTTGATTGCAGCGGG

TGCGTGTGGGTATGGAACTCTTTCCAGTTCGCCCTACGGAAGCAGCATCACCGCT

GTGAATGCGCCTCTTTTCCAAGATGGAGCAGGCTGCGGAGTCTGTTACGAAATCC

AGTGTACCAACAGCGGCCTGTGTAAGTCGACCCCCACCACTGTGGTTGTCACGGA

CCTGTGCCCTGGAGGTGCGTGGTGTGATGGCAGCAATCCCCACTTCGATCTCAGT

GGCACCGCTTTCAGCAATTTGGCGGTTCCTGGCCAGGAGGAGGCTCTCCGCACAG

TCGGTGTTCTCGATCCTCTTCTTTATAAGAGGTAAAGAGACGTCCAATTCCGCATC

AAAATTCAACGGCCGACCAAACTTCCATAAAACTAGCAAACAGCGTATTAAATG

CAGTTGCTTAGTGGTCATCTTAAGATCTCTCTACGTAGTCTAGAATGCTGAGAAAT

CTCACGTTGACTGGTTCCCAACTTGGTGGATGATCATGACTCATGCAGGGTTCCGT

GTTCTTACCCGGCGGGAACCACGATTTCCTTTACTGTGGATCCGGGGTCCAACTCT

TTCTGGCTAGCACTCGTTATCAAGTACGTGGGAGGCCCGGGAGACATTCAAGCCG

TGCAAATCCAGCAGGTTAAGTAGTACACCAAGACATATGCTAATAATACAAAGA

AATGCGTTTTCTTTAGTACCACCAGTCATGTAACATGATTCTCACGCAGTCCTCTG

ATGCTTGTATGCATTTCAGTTAATAACTAGTAATGAATGTTCTGCACAGACTGTGC

ATGCATGACAGCTTAATTTATTTTTTCCTTAATCTGCTAGATATATATATATCTAT

ATTTTCCATGAGTTGCATCGGCTGACACCCATTACATGTATTATGATCCTGTAATC

AAATGCAGGCTGGCGACAACTCTGGGTGGCAATCCATGACGCACAACTGGGGTG

CTAACTGGATGTTTCAGTCCACCACCGGAGGTCCAATTCAAGGGCCTCTTTCCATT

CGTTTGGCGGCTAAGCTGGATGGTCAAGTTACAGTTGCGGAGAATTTCATACCCG

CCGGGTATTCAAATGGTGCAACTTATTCGTCTTCAGTGCAGTTTGCATAGTTAGTA

CTTGAAGAATCCCTAGCTAGAATTAAGAGCTATTCCTGTCCCCTAGTAGTGATGT

AAGTCAGCAGCTGGTTATGTCTGCTCAGTGCTCTACTCCAATTTCCATTCCATGTC

CAATTTTGTTGGATACAAACAGTTAGAGACTCGAGATCCAAAAGAGTTCATAGTC

CTGAGTTGTTTCATTTTGCATAGGATGAATATTGTGAACAATACATGAAAGTTGT

GCATGTCTGTAGTCATGAGTATAAGGGACTTAAAAAATATAGGAATTAGAAGTG

GATTTAACATATAGTAACTAAATTTCCTTAAATTAGATTATTATTTATATTATTTTT

TGGGGGGTAACTAGTCATTGGGTGAAACTTTGATATGGTACCAAATGATCAAATT

GGTAAATTTTAATGATGTTTGTAGAACAAAAATGGATTTAGAATTATAGTTCTAG

GTACTAA 


