IDENTIFICATION

Species: Sphagnum fallax

Locus: Sphfalx0046s0088

Gene Model: Sphfalx0046s0088.1.p
Description: STEXPB-02

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5

KEGG:-
EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5

GENE STRUCTURE

SIEXFPB-02
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

100 125 150 175 200 228 250
Lol

Query seq.
Specific hits Pollen_allerg_1
Superfanilies OFE6_R 1pA_EXP _N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family 41724 double-psi beta-barrel fold of RIpA, N-terminal domain of expansing, and similar domains; The 36-162 8.77e-55
[+] Pollen_allerg_1 pfam01357  Polien allergen; This family contains allergens lol P1, Pil and Pill from Lolium perenne 172250  523e26

MAAFFRELLLVLALLVCIFADRLPLYSCQSSNDTQWQSATNGATWYGAPDGDGSDA
GACGYGTLSSSPYGSSITAVNAPLFQDGAGCGVCYEIQCTNSGLCKSTPTTVVVTDLC
PGGAWCDGSNPHFDLSGTAFSNLAVPGQEEALRTVGVLDPLLYKRVPCSYPAGTTIS

FTVDPGSNSFWLALVIKYVGGPGDIQAVQIQQAGDNSGWQSMTHNWGANWMFQST
TGGPIQGPLSIRLAAKLDGQVTVAENFIPAGYSNGATYSSSVHSRY*

CDS (coding sequence)
>SfEXPB-02

ATGGCTGCATTCTTTCGTGAACTGTTGCTAGTGTTGGCGTTGCTAGTGTGCATATT
TGCCGACCGTCTGCCTTTGTATTCATGCCAAAGCAGCAACGATACGCAGTGGCAG
TCAGCCACTAACGGTGCAACTTGGTACGGAGCACCGGATGGAGATGGCTCTGATG
CGGGTGCGTGTGGGTATGGAACTCTTTCCAGTTCGCCCTACGGAAGCAGCATCAC
CGCTGTGAATGCGCCTCTTTTCCAAGATGGAGCAGGCTGCGGAGTCTGTTACGAA
ATCCAGTGTACCAACAGCGGCCTGTGTAAGTCGACCCCCACCACTGTGGTTGTCA
CGGACCTGTGCCCTGGAGGTGCGTGGTGTGATGGCAGCAATCCCCACTTCGATCT
CAGTGGCACCGCTTTCAGCAATTTGGCGGTTCCTGGCCAGGAGGAGGCTCTCCGC
ACAGTCGGTGTTCTCGATCCTCTTCTTTATAAGAGGGTTCCGTGTTCTTACCCGGC
GGGAACCACGATTTCCTTTACTGTGGATCCGGGGTCCAACTCTTTCTGGCTAGCAC
TCGTTATCAAGTACGTGGGAGGCCCGGGAGACATTCAAGCCGTGCAAATCCAGC
AGGCTGGCGACAACTCTGGGTGGCAATCCATGACGCACAACTGGGGTGCTAACT
GGATGTTTCAGTCCACCACCGGAGGTCCAATTCAAGGGCCTCTTTCCATTCGTTTG
GCGGCTAAGCTGGATGGTCAAGTTACAGTTGCGGAGAATTTCATACCCGCCGGGT
ATTCAAATGGTGCAACTTATTCGTCTTCAGTGCATTCTAGGTACTAA

Nucleotide
>SfEXPB-02

ATGGCTGCATTCTTTCGTGAACTGTTGCTAGTGTTGGCGTTGCTAGTGTGCATATT
TGCCGACCGTCTGCCTTTGTATTCATGCCAAAGCAGCAACGATACGCAGTGGCAG
TCAGCCACTAACGGTGCAACTTGGTACGGAGCACCGGATGGAGATGGCTCTGATG
GTAAAATATAGAATTGGTCCATGCACCTTCATCCCAGCTGGTCGTGGTTATAAAC



ACTTAATACTATCATGATTTACAAGCTGGATGCAATCTCGATGCCAGTAGTCTAG
CGTTTTTCGTCATAAGTTGTAATTACCCACCAAGCGTTTCAGATGTTTCTGTTAGC
ATGCATGCATTCAGAAGAGTTTGACTCTCCCCCCAGGTAGGAAAAATGAAGCCAT
GCATGTACTGGTTCATGATATTGTATTTTATAGCCATGTGCTGATCAAGTGATTCT
GTTTTTCTCCCCTGCTGCACCCATGGTGCATGGCGGTTATTCTTGATTGCAGCGGG
TGCGTGTGGGTATGGAACTCTTTCCAGTTCGCCCTACGGAAGCAGCATCACCGCT
GTGAATGCGCCTCTTTTCCAAGATGGAGCAGGCTGCGGAGTCTGTTACGAAATCC
AGTGTACCAACAGCGGCCTGTGTAAGTCGACCCCCACCACTGTGGTTGTCACGGA
CCTGTGCCCTGGAGGTGCGTGGTGTGATGGCAGCAATCCCCACTTCGATCTCAGT
GGCACCGCTTTCAGCAATTTGGCGGTTCCTGGCCAGGAGGAGGCTCTCCGCACAG
TCGGTGTTCTCGATCCTCTTCTTTATAAGAGGTAAAGAGACGTCCAATTCCGCATC
AAAATTCAACGGCCGACCAAACTTCCATAAAACTAGCAAACAGCGTATTAAATG
CAGTTGCTTAGTGGTCATCTTAAGATCTCTCTACGTAGTCTAGAATGCTGAGAAAT
CTCACGTTGACTGGTTCCCAACTTGGTGGATGATCATGACTCATGCAGGGTTCCGT
GTTCTTACCCGGCGGGAACCACGATTTCCTTTACTGTGGATCCGGGGTCCAACTCT
TTCTGGCTAGCACTCGTTATCAAGTACGTGGGAGGCCCGGGAGACATTCAAGCCG
TGCAAATCCAGCAGGTTAAGTAGTACACCAAGACATATGCTAATAATACAAAGA
AATGCGTTTTCTTTAGTACCACCAGTCATGTAACATGATTCTCACGCAGTCCTCTG
ATGCTTGTATGCATTTCAGTTAATAACTAGTAATGAATGTTCTGCACAGACTGTGC
ATGCATGACAGCTTAATTTATTTTTTCCTTAATCTGCTAGATATATATATATCTAT
ATTTTCCATGAGTTGCATCGGCTGACACCCATTACATGTATTATGATCCTGTAATC
AAATGCAGGCTGGCGACAACTCTGGGTGGCAATCCATGACGCACAACTGGGGTG
CTAACTGGATGTTTCAGTCCACCACCGGAGGTCCAATTCAAGGGCCTCTTTCCATT
CGTTTGGCGGCTAAGCTGGATGGTCAAGTTACAGTTGCGGAGAATTTCATACCCG
CCGGGTATTCAAATGGTGCAACTTATTCGTCTTCAGTGCAGTTTGCATAGTTAGTA
CTTGAAGAATCCCTAGCTAGAATTAAGAGCTATTCCTGTCCCCTAGTAGTGATGT
AAGTCAGCAGCTGGTTATGTCTGCTCAGTGCTCTACTCCAATTTCCATTCCATGTC
CAATTTTGTTGGATACAAACAGTTAGAGACTCGAGATCCAAAAGAGTTCATAGTC
CTGAGTTGTTTCATTTTGCATAGGATGAATATTGTGAACAATACATGAAAGTTGT
GCATGTCTGTAGTCATGAGTATAAGGGACTTAAAAAATATAGGAATTAGAAGTG
GATTTAACATATAGTAACTAAATTTCCTTAAATTAGATTATTATTTATATTATTTTT
TGGGGGGTAACTAGTCATTGGGTGAAACTTTGATATGGTACCAAATGATCAAATT
GGTAAATTTTAATGATGTTTGTAGAACAAAAATGGATTTAGAATTATAGTTCTAG
GTACTAA




