
IDENTIFICATION 

Species: Daucus carota 

Locus: DCAR_021239 

Gene Model: DCAR_021239 

Description: DcEXPB-04 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Dcarota_v2_0  

KEGG: https://www.genome.jp/entry/T05350  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Dcarota_v2_0
https://www.genome.jp/entry/T05350


GENE STRUCTURE 

 
DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>DcEXPB-04 

MVSFTHQSLAPLLSFLLLLLHSFSAASSPLKSDLHWRPATATWYGSAEGDGSDGGAC

GYGSMVDVKPLRARVGAVSPILFKGGEGCGACYKVRCLDKSICSRRAVTVIITDECP

GGYCSGGRTHFDLSGAAFGRMAITGEHGLLRNRGEISVMYRRTLFSSLTVYDQLTMT

TGLLLCPLGADHSMSPYSYKHNYYCIHDVWTPCKYPGKNVAFRVNEGSTPFWLSLL

VEFEDGDGTVGSMHIREAGSTEWLEMSHLWGANWIINGGPLKGPFSVKLTSLSTART

LSARDVIPNKWSPKATYTSRLNF* 

CDS (coding sequence) 

>DcEXPB-04 

ATGGTCAGCTTCACCCACCAATCTCTCGCGCCGCTTCTTTCCTTTCTACTCCTGCTC

CTACATTCCTTCTCCGCCGCCTCCTCCCCTCTCAAATCCGACCTACATTGGCGTCC

CGCCACCGCCACTTGGTACGGCAGCGCCGAAGGCGACGGCAGCGACGGTGGTGC

ATGCGGGTACGGATCGATGGTGGATGTGAAGCCGTTGAGAGCAAGAGTCGGAGC

GGTGAGTCCAATTCTTTTCAAGGGAGGTGAGGGGTGTGGAGCATGTTATAAAGTC

AGGTGTTTAGACAAGTCCATTTGTTCTAGAAGAGCTGTTACGGTTATTATTACCGA

CGAGTGTCCCGGCGGTTACTGCTCCGGCGGCCGGACGCATTTTGATCTCAGTGGA

GCTGCATTTGGCCGCATGGCGATTACCGGTGAACACGGCCTGCTCCGTAATCGCG

GCGAGATCTCTGTTATGTATCGCCGTACACTGTTCTCAAGTCTAACTGTGTACGAC

CAGCTGACCATGACCACTGGTCTACTGCTTTGCCCGCTGGGCGCTGACCACTCCA

TGTCTCCATACTCTTACAAACACAATTATTACTGTATACATGATGTATGGACACCA

TGTAAATATCCTGGTAAAAATGTGGCATTTCGTGTGAACGAAGGATCAACACCTT

TCTGGCTATCTCTGTTGGTGGAGTTTGAGGACGGAGATGGAACGGTTGGATCTAT

GCACATTAGAGAGGCAGGGTCAACTGAGTGGTTAGAAATGAGTCATTTGTGGGG

AGCAAATTGGATCATCAATGGAGGACCATTAAAAGGACCATTTTCAGTGAAGCTA

ACTTCACTCTCCACAGCAAGAACTCTCTCAGCCAGAGATGTCATTCCAAACAAAT

GGTCTCCAAAGGCTACTTACACCTCTCGCCTTAATTTCTAA 

 

 

 



Nucleotide 

>DcEXPB-04 

ATGGTCAGCTTCACCCACCAATCTCTCGCGCCGCTTCTTTCCTTTCTACTCCTGCTC

CTACATTCCTTCTCCGCCGCCTCCTCCCCTCTCAAATCCGACCTACATTGGCGTCC

CGCCACCGCCACTTGGTACGGCAGCGCCGAAGGCGACGGCAGCGACGGTAATCT

TTATAATTTCCAACACATTGCTTAATTCAATGTAATGTACCTTTTTTTTTAACGAG

CATTTTGTGAACAGATGTACATGCTTTTTAATTAAGTGAGTTAATTTAGGTGGTGC

ATGCGGGTACGGATCGATGGTGGATGTGAAGCCGTTGAGAGCAAGAGTCGGAGC

GGTGAGTCCAATTCTTTTCAAGGGAGGTGAGGGGTGTGGAGCATGTTATAAAGTC

AGGTGTTTAGACAAGTCCATTTGTTCTAGAAGAGCTGTTACGGTTATTATTACCGA

CGAGTGTCCCGGCGGTTACTGCTCCGGCGGCCGGACGCATTTTGATCTCAGTGGA

GCTGCATTTGGCCGCATGGCGATTACCGGTGAACACGGCCTGCTCCGTAATCGCG

GCGAGATCTCTGTTATGTATCGCCGGTAATATTTTTTATTTGTTAAATATAATATA

ATAAAATCCTTCTTTAACGGTCTCTTTTTTCTTTTTTATCCGTCGGTTTGTGTTGGT

TGGGTTTTCTACTGTACAGATGCGGTAACTAGGTTGTGAAATGACGATAATGGGC

TTGGCTTTTAATTATAGTACACTGTTCTCAAGTCTAACTGTGTACGACCAGCTGAC

CATGACCACTGGTCTACTGCTTTGCCCGCTGGGCGCTGACCACTCCATGTCTCCAT

ACTCTTACAAACACAATTATTACTGTATACATGATGTATGGTAATGGAGTATATT

GTAAATATTTTACTCCGAGTTATATACGAGTTACTGATTTAAAATTATTAGTTTAG

TTATCGACTTGTATACGATACCTTCAATTCATTTGGACTCTTGATCTTTTGTTATAA

ATTTTTTTATGATATATGTGTCAATAATGTTATGGATATTTGATTTGTAGGACACC

ATGTAAATATCCTGGTAAAAATGTGGCATTTCGTGTGAACGAAGGATCAACACCT

TTCTGGCTATCTCTGTTGGTGGAGTTTGAGGACGGAGATGGAACGGTTGGATCTA

TGCACATTAGAGAGGTCTTCTTATTCTTCTACTTTAACTTTCTTTATTAGAGTATTG

TACTCAAGTTACGCGGTCAAAAGAAGCTTTATTGCGAGGGTAGTTGTGTCAAATA

ACAACCCTTTTTCATAGCATAAAAACAGGCATGTGACAATTCCGAATATAAAGTT

CACCATAATATTTAACCTTTAATGCCACTCTTTGTCCATAGTGCGGAGCCGAGTGC

TTGGACCTACTTGCTTGTCTACTTTACCAAATATCTTCTTGGCCCCAACTTGATCTT

CATATTAGTTACTGCATGTTTTTATGAGATGAGTAACAATTTTTACATTATGATTT

GGGAAGTGCTAGTAACAATTTGGGACATGGTGCTGGAAAATGCAGGCAGGGTCA

ACTGAGTGGTTAGAAATGAGTCATTTGTGGGGAGCAAATTGGATCATCAATGGAG

GACCATTAAAAGGACCATTTTCAGTGAAGCTAACTTCACTCTCCACAGCAAGAAC

TCTCTCAGCCAGAGATGTCATTCCAAACAAATGGTCTCCAAAGGCTACTTACACC

TCTCGCCTTAATTTCTAA 




