IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin02G504800

Gene Model: Misin02G504800.1.p
Description: McsEXLA-04
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213



https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213

GENE STRUCTURE

McsEXLA-04 D ———— a—
-

| 1 1 1 1 1 -
by S00bp 100p 15000 2kt 2500bp

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

100 125 150 176 200 226 260 272
| — R L PRI ST T S T AT SR AR T T A T T TR AU TR W T (S N N MR

Query seq,
specific hits B Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily T Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E-value
[+] DPBB_EXLA_N cd22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 26-150 1.79¢-65
[+] Pollen_allerg_1 plam01357 Polien allergen; This family contains allergens lol PI, Pl and Plll from Lolium perenne 169-231 8.90e-14

>MCcsEXLA-04

MAVPAGLAASTTLPLLLLVWWLPLLASACDRCVRHSKAAYYTSSLTLAGGSCGYGT
EAASFSAGFLAAASPALYRAGVGCGACFQVRCKDKKLCAAAGARVVVTGRARTNR

TDLVLSSTAFAAMARPGMSKRLAGLRTVDVEYKRVPCEYKHRNLSVRVEDKSRAPG
DLAIRFLYQGGQTDIVAVDVAQVGSSNWKFMTRDNGLAWSTSQAPPGPLQLRVVVT
GGYDGKWVWADREVLPRRWRAGEVYDTGVQITDIAQEGCFPCDTHEWE*

CDS (coding sequence)
>McsEXLA-04

ATGGCCGTCCCTGCCGGCCTCGCCGCCTCCACCACGCTCCCGCTGCTGCTCCTCGT
CTGGTGGCTCCCGCTCCTCGCGTCCGCCTGCGACCGCTGCGTGCGCCACTCCAAG
GCCGCCTACTACACCTCCTCCCTCACCCTCGCCGGCGGCTCCTGCGGGTACGGCA
CCGAGGCCGCCTCCTTCAGCGCCGGCTTCCTCGCCGCCGCCAGCCCCGCGCTGTA
CCGCGCCGGCGTCGGCTGCGGCGCCTGCTTCCAGGTGCGTTGCAAGGACAAGAA
GCTCTGCGCCGCGGCGGGCGCCAGGGTGGTGGTCACCGGCCGCGCCAGGACCAA
CCGAACCGACCTCGTGCTCAGCAGCACCGCGTTCGCCGCCATGGLGLGLLCLLGGL
ATGTCCAAGCGCCTCGCCGGCCTCCGCACCGTCGACGTCGAGTACAAGAGGGTGC
CGTGCGAGTACAAGCACAGGAACCTGTCGGTGAGGGTGGAGGACAAGAGCCGCG
CGCCGGGGGACCTCGCCATCAGGTTCCTCTACCAGGGCGGCCAGACCGACATCGT
CGCCGTCGACGTCGCGCAGGTGGGTTCGTCCAACTGGAAGTTCATGACGCGCGAC
AACGGGCTGGCGTGGAGCACGAGCCAGGCGCCGLCCGGGGCCGCTCCAGCTCAGG
GTGGTGGTGACGGGCGGCTACGACGGCAAGTGGGTGTGGGCCGACCGCGAGGTG
CTGCCGCGGCGGTGGCGCGCCGGCGAGGTCTACGACACGGGCGTCCAGATCACT
GACATCGCCCAGGAGGGCTGCTTCCCCTGCGACACGCACGAGTGGGAGTGA

Nucleotide
>McsEXLA-04

AAGTCTCTGCAGGATCTGCAAAAGCTGTGGCCTTTGCTCCTCACCATTCAGCAGA
ATTATAATAGTCCGTGTGTCTGTACTTGCCACCGGAGAGGGGGGAAAGAAGAAG

GACGTCACGAAAGGAAGCCCACGCACGTTTGATGCCCCGGCGTGCAAGCGGCCA
AAGGGACCCCGTCCGGCGCAGTGGTCCGCTCCGCTGACGCCCCGCTGCGCCTTTC



CAGTTTCCACCACCGCCCGTGCCGCGCTGTTGCACGGGCGGCCGGCCTGGTCTTT
GGGCGGAGCCGCGGAGGTGGAGTCGGTGGCCCGACTTCGCTGTTCTAGTGACTCT
GGCCGCACTAGGCGAGGTTTGGGTCGTGGTGGTTTATAAAAGCAGTCGTGAAGCA
CAAGCTCCCCCCTCTCTCCCTCGTCTCGCTCTCGCCTGAGCCAAGGCCAAGCAGCC
AACCATCAAGTCATCCATCCATCGGCCGAGAGACACGATGGCCGTCCCTGCCGGC
CTCGCCGCCTCCACCACGCTCCCGCTGCTGCTCCTCGTCTGGTGGCTCCCGCTCCT
CGCGTCCGCCTGCGACCGCTGCGTGCGCCACTCCAAGGCCGCCTACTACACCTCC
TCCCTCACCCTCGCCGGTACACGACGGCTCCATCGCTTGCTCTGCTTCCTTCGTCT
CTAGCAATTCACCGTGGATTCTTATCGCTTCGGATTGCTGTGGCCTGACATGATGC
AGGCGGCTCCTGCGGGTACGGCACCGAGGCCGCCTCCTTCAGCGCCGGCTTCCTC
GCCGCCGCCAGCCCCGCGCTGTACCGCGLCCGGLCGTCGGCTGCGGLCGCCTGLTTCC
AGGTACCAATCACCACCGGTCCTTCGGCTGGTATTAAAGCAGACTTGCTGAAGCT
GTTGCTGAAGCTGTTTTATCGTATCCTATATTATAGCTGATAAACCGGCGCCGATC
GCGCTCTCGATTCCCAATCAGTCGTCTATATTTATTACCTGTGCTGTTCGTGTCCC
CTGATTCGGCTTGTCTCGGCGTGCCCCCACTATGCGCAGGTGCGTTGCAAGGACA
AGAAGCTCTGCGCCGCGGCGGGCGCCAGGGTGGTGGTCACCGGCCGCGCCAGGA
CCAACCGAACCGACCTCGTGCTCAGCAGCACCGCGTTCGCCGCCATGGLGLGLCC
CGGCATGTCCAAGCGCCTCGCCGGCCTCCGCACCGTCGACGTCGAGTACAAGAGG
TAAAGAAAAAGGAAATAAACACCAATCGATTAAACCAATTTCACCAACCGTGCC
ATGCCTTTCATTCATATTCATGCTACGGTAGGAGTAGCATAGAAGACGACAGGCG
CAAGAACAGTTGGGCGGTTGGTTGCCGCCATAAACTCTCCCTCGAATGAATTGCG
AATGGAAACACATCAAACACAAACACCCAACCGGGACGATGATTGGTGGCTGAG
TTTTGTCAGCGCCGCGCATGTGCAGGGTGCCGTGCGAGTACAAGCACAGGAACCT
GTCGGTGAGGGTGGAGGACAAGAGCCGCGCGCCGGGGGACCTCGCCATCAGGTT
CCTCTACCAGGGCGGCCAGACCGACATCGTCGCCGTCGACGTCGCGCAGGTACGG
CTCGCCTTTTTTCTTTCCTCTGGATTAATTCGAAAGGTGTTTGGAAAGGAAATTCG
GGTCTGAATGAATTGGTTTGAAATAAGGGAGCCTTTTGAGAAGAAGAAAAAAAC
TTTGGACGTGCAGGTGGGTTCGTCCAACTGGAAGTTCATGACGCGCGACAACGGG
CTGGCGTGGAGCACGAGCCAGGCGCCGCCGGGGCCGCTCCAGCTCAGGGTGGTG
GTGACGGGCGGCTACGACGGCAAGTGGGTGTGGGCCGACCGCGAGGTGCTGCCG
CGGCGGTGGCGCGCCGGCGAGGTCTACGACACGGGCGTCCAGATCACTGACATC
GCCCAGGAGGGCTGCTTCCCCTGCGACACGCACGAGTGGGAGTGAACGGCAGAA
GCCAGAAGCTGGAACGGAATTGGGCCTCTGGCTGGCCCTGAACTCAACCGTAGA
ATTGCTCTAGCTCCTCCGTGCCGCTGCCTTTTTGGCTGGGCTTTGGTCGCCACAGG
ACTGGAGAGAGAGACGACTAACAGACGCTGACAGATTGACACGCGAGCGAGAG
GAGAGTCCGAGTCCCCTCTCCCTCCCCTGTCCCCTGTACATGAGCTGCTGATGTGT
GGGATAAGTAGGAGCAGCAGTAGCGTCCCGGCGGAGGCCGGAAAGAATAATGA
AACGAAAGAAAAGAACGGCGGCCTTGAGCGAGCGTGAAGCAACAAGCAACTCC
GCCGCTGGCCATGGCCGATTTTCAACCGGATCACATGGCTCGTCTCGTCGTCGTTG
CTTCTCGCCTGTCTGTCTTTCTGTCTCCTGCCTCGTTTGAGCTGTCTGTATTGTACA
GAGCAGAACGCTTTGGTGGACACTATCACACTACAGTTGGGACACACCGGTTGTT
TCCACTTGCATTGCTTACCGTGCTTTTCCATTCCATTGCTTGGCTAGCTCCTTGTAA
ATGGGTTGGTGCCTCGCCCCTCGGTGGTCAGTCAAGATTGGTTGCTTTTCCATTCG
AGATTCTCAAATACCGCTACGCACTCACTTATGACTAT






