IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006662046

Gene Model: XP_006662046.1
Description: ObEXPB-14
Family: Beta Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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DOMAIN ARCHITECTURE

carbohydrate binding site | 4}
Specific hits
Superfanilies

PLNOZ 023
DPBB_RIpA_EXP_N-like superfamily

Name Accession Description Interval E-value
[+] DPBB_EXPB_N 122275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-exp 3 31-152 9.91e-85
[+] PLND3023 super family cl33621 Expansin-like B1; Provisional | 12-259 5.92e-34
Peptide

>0ObEXPB-14

MAGASAKAAAMVLSVLLTYDLAAGVGYTNDWLPAKATWYGQPNGAGPDDNGGA
CGFKNTNQYPFMSMTSCGNQPLFLDGQGCGACYQIRCVNNPSCSGRAQTVMITDMN
YYPVARYHFDLSGTAFGAMAKPGLNDQLRHAGIIDIQFKRVPCYHRGLNINFHVEDG
SNPVYFAVLVEFANKDGTVVQLDLMESRPDGSPTWQWTPMRRSWGSIWRLDSNHR
LQAPFSLRMVSESGQTLVADRVIPANWRGNTNYGSRVQFR

CDS (coding sequence)
>ObEXPB-14

AGCAGAGACAAGGTACATAGCAGTACAGGCTTTTTGTGTGGCTTGTACGTGCATA
GGAGAGTCGAGAGAATGGCTGGGGCCAGCGCCAAGGCAGCTGCGATGGTGCTCT
CCGTGCTCCTCACGTACGACCTCGCCGCCGGCGTCGGCTACACCAACGACTGGCT
CCCGGCCAAGGCCACCTGGTACGGCCAGCCCAACGGCGCCGGCLCCCGACGACAA
CGGCGGCGCGTGCGGGTTCAAGAACACCAACCAGTACCCGTTCATGTCCATGACC
TCCTGCGGAAACCAGCCCCTGTTCCTGGACGGCCAGGGGTGCGGCGCCTGCTACC
AGATACGGTGCGTGAACAACCCGTCGTGCTCCGGCAGGGCGCAGACGGTGATGA
TCACCGACATGAACTACTACCCGGTGGCTCGGTACCACTTCGACCTGAGCGGCAC
GGCGTTCGGCGCCATGGCGAAGCCCGGGCTGAACGACCAGCTCCGGCACGLCGG
CATCATCGACATCCAGTTCAAGCGGGTGCCGTGCTACCACCGGGGGCTCAACATC
AACTTCCACGTGGAGGACGGCTCCAACCCGGTGTACTTCGCCGTGCTGGTGGAGT
TCGCCAACAAGGACGGCACGGTGGTGCAGCTCGACCTCATGGAGTCCCGCCCCG
ACGGCTCCCCGACGTGGCAGTGGACGCCGATGCGCCGCTCCTGGGGCTCCATCTG
GCGCCTCGACTCCAACCACCGCCTCCAGGCGCCCTTCTCCCTCCGCATGGTCAGC
GAGTCCGGCCAGACCCTCGTCGCCGACCGCGTCATCCCGGCGAACTGGAGGGGC
AACACCAACTACGGCTCACGCGTCCAGTTCCGTTGATCGATCTCCATCGTCGTCG
CCGTCGCCGGAACGAATTTTAATTCGATCGGCATGCCCTATAGACGTACTGCTAT
CGATTCCTGTGTGATTGCAAATTGCGAACGGACCGAGAGTTTCTTTTTCTTCTTCT
TCTTTTAAATTTGTATTTGTATTTTCTTCTTTTTTTAAAATTTGTAGTTATGTGTGTG
TCAGCGAGATGTGTGGGTAAAAACGGAGGAGGGCAATGCACGCAGTATCCATGT
GCTTGCTCTGAACCACCCCCACATTGACAAATGACAAGTGCCATATGTTACCAGA




TTGGCAGACTACTATTGTAACCAAGCCAAGTTTATAATTGAACTGCTTACAGTGT
GCTTGCTTAT

Nucleotide
>0ObEXPB-14

TACATGAAACAAAGGCAAAAAAAATCATCTGATTCGGAACGCAAATCATGTGAG
ATTGTCCTTATTTTATCGTGTATGCGTAATAAATTGAAGTCAACTCTGATTAGAAC
ATTTCCTTCAAAAATGGAAAAAAAAAGAGAGCGAGAGAGAAGCTCCGGTTAGAA
CATGCCCTATCATTGCAAACTTAAACCACACATAAGCGCCGCGCGCGCTCCACGC
AAGAACATGCGCCATGGCTGTTACAACCATACTGCTCAAGGTACACGCATCGTAT
ACGTATCATCGCTACACGCAACGCCAACGACGGTGTAATGAAGCTCGACCACAC
ATGAAGTTTTGTTGTGCGCGTGCACCTGGCCTGACGAACGGTGTAGATACAGCGC
CACACGACGCAGCAAACAGGAGGCGATCGATCGTCGAAAGCTCAGGGAGGGCGA
GACGACGGCATAGTACGTGCGTGGAACTGAAAACGCAAGATCAATGCATGCACA
TTTGATCTGATAAGCAAGCACACTGTAAGCAGTTCAATTATAAACTTGGCTTGGT
TACAATAGTAGTCTGCCAATCTGGTAACATATGGCACTTGTCATTTGTCAATGTGG
GGGTGGTTCAGAGCAAGCACATGGATACTGCGTGCATTGCCCTCCTCCGTTTTTA
CCCACACATCTCGCTGACACACACATAACTACAAATTTTAAAAAAAGAAGAAAA
TACAAATACAAATTTAAAAGAAGAAGAAGAAAAAGAAACTCTCGGTCCGTTCGC
AATTTGCAATCACACAGGAATCGATAGCAGTACGTCTATAGGGCATGCCGATCGA
ATTAAAATTCGTTCCGGCGACGGCGACGACGATGGAGATCGATCAACGGAACTG
GACGCGTGAGCCGTAGTTGGTGTTGCCCCTCCAGTTCGCCGGGATGACGCGGTCG
GCGACGAGGGTCTGGCCGGACTCGCTGACCATGCGGAGGGAGAAGGGCGCCTGG
AGGCGGTGGTTGGAGTCGAGGCGCCAGATGGAGCCCCAGGAGCGGCGCATCGGC
GTCCACTGCCACGTCGGGGAGCCGTCGGGGCGGGACTCCATGAGGTCGAGCTGC
ACCACCGTGCCGTCCTTGTTGGCGAACTCCACCAGCACGGCGAAGTACACCGGGT
TGGAGCCGTCCTCCACGTGGAAGTTGATGTTGAGCCCCCGGTGGTAGCACGGCAC
CCGCTTGAACTGGATGTCGATGATGCCGGCGTGCCGGAGCTGGTCGTTCAGCCCG
GGCTTCGCCATGGCGCCGAACGCCGTGCCGCTCAGGTCGAAGTGGTACCGAGCCA
CCGGGTAGTAGTTCATGTCGGTGATCATCACCGTCTGCGCCCTGCCGGAGCACGA
CGGGTTGTTCACGCACCGTATCTGAAAGCCGCATGCAACAACCACGCACAAAAGT
CAGCGCAAACTTGGAGAACGTGTTGCCCACGGATTTCAAGGCGGTTGACCAATCA
AACTATGATTAGCGCCCAACTGCACTTAACATGGCGAGCACGCACTTGACTAGGG
TGTGATCAATTAATTAACCTTGACCACTAGTAGTATAGTTATATGTACGGATTTAT
TTAACGCATAGTACAAACAATTGTATAATATAGATATGACATGATCACAAATTCC
ATGCCATTAACTAATTATCTCTTCTACAGTTCTTTTTTACATATATATGTAAATATA
AATAAAGAATTTAATGTCGAGATGTGTTTATTGGAGACCGTACGTGTTGATAACC
AAAACGAGCTATACCTGGTAGCAGGCGCCGCACCCCTGGCCGTCCAGGAACAGG
GGCTGGTTTCCGCAGGAGGTCATGGACATGAACGGGTACTGGTTGGTGTTCTTGA
ACCCGCACGCGCCGCCTGCGCACCCATCGAAACACAATGCCAATACGCACGTTAG
CACACACCACAATCAGCGCCATTTCACTGGGTTTTCGTACGTACGTTCATCTGCAT
TGCACTATGCAACACACACACGCTATACGCACCGTTGTCGTCGGGGCCGGLCGLLCG
TTGGGCTGGCCGTACCAGGTGGCCTTGGCCGGGAGCCAGTCGTTGGTGTAGCCGA
CGCCGGCGGCGAGGTCGTACGTGAGGAGCACGGAGAGCACCATCGCAGCTGCCT
TGGCGCTGGCCCCAGCCATTCTCTCGACTCTCCTATGCACGTACAAGCCACACAA
AAAGCCTGTACTGCTATGTACCTTGTCTCTGCTGCTGTGCTCTGATTAGGGAGATT



AGCCGGTGTATTTATAGGCAGAATTGGACGACCAAAATACGTAGAGTAACTAAC
CGAAACCGGATCGATGGATGGATGGGCAAGTTGGGCAGGCAGCGATAAGTCGTT
GCACCCGATCGACGGACGTGGCGTGTGTGTGCAGAGAGCATTCACGGGGCCGTC
ACATGGGCGCCGCGCCGGGGCGAATCGTGGAGGGAATGGAAGTTGCTGGCCTCG
GTTTACGAGACGGATCGATCCTATTGTCAAATTCGCATCTCGGCGGTTATGGCAT
GTTTGGGGAGGTACACTCTCGTACAGTACGTACGCCCGTCGTCGTTACCCTGCCC
AATCATTAGTATGCGCAGGTCAACCGTTGCGGTGCCAAAAGTCGGTCGGCTCCGC
GTAACCGTCGGATCGAACTCCAACCATGCTTGGATTGTTGACACGTGTCTCCTCAT
GGGGACTACTGTTTTCGACACATCGCCATTATCTTTGCGT





