IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10026614

Gene Model: Lus10026614
Description: LUsEXPA-28
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXPA-28
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

3 100 125 150 175 200 228 254
L P - " L . I L P " L

Query seq.
Superfanilies PLN0O00OS0

Name Accession Description Interval E-value
[+] PLN0DO50 super family €l31535 expansin A; Provisional 30-252 3.52e-139
SEQUENCES

Peptide

>LusEXPA-28

MGLRLFLLSVSALAMAATAAGYGGGEGGGWVNAHATFYGGGDASGTMGGACGYG
NPYSQGYGTNTAALSTALFNNGLACGSCYEIKCVNDGKWCLPGSILITATNFCPPNNA
LPNNAGGWCNPPQHHFDLSQPVFQHIAQYKAGIVPVAYRRVACRRRGGIRFTINGHS
YFNLVLITNVGGAGDVHSVSIKGSKTGWQAMSRNWGQNWQSNNYLNGQALSFKVT
TSDGRTVISNNVTPSGWSFGQTFAGAQFR™*

CDS (coding sequence)
>LuseEXPA-28

ATGGGTCTTAGGCTTTTCCTCCTCTCTGTTTCAGCTCTGGCAATGGCGGCCACTGC
CGCCGGCTACGGCGGCGGAGAAGGCGGAGGATGGGTCAACGCTCACGCCACTTT
CTACGGCGGCGGCGATGCTTCTGGCACAATGGGCGGAGCTTGTGGGTATGGGAAT
CCGTACAGCCAGGGATACGGGACGAACACTGCAGCTTTGAGCACGGCGCTGTTC
AACAATGGACTTGCTTGTGGCTCTTGCTACGAGATTAAGTGTGTCAACGACGGGA
AATGGTGCTTGCCCGGCTCGATTCTCATCACGGCGACAAACTTCTGCCCGCCGAA
TAATGCTCTGCCCAACAACGCCGGCGGGTGGTGCAACCCTCCTCAGCATCACTTT
GACCTCTCTCAGCCTGTATTCCAGCACATTGCTCAGTACAAGGCCGGAATCGTCC
CTGTCGCCTACCGCCGGGTTGCATGCAGGAGAAGAGGAGGCATCAGGTTCACAA
TCAATGGCCACTCATACTTCAATCTGGTCTTGATCACCAACGTTGGTGGAGCTGGT
GATGTCCACTCCGTGTCGATTAAGGGGTCGAAAACCGGATGGCAAGCCATGTCTA
GGAACTGGGGGCAGAATTGGCAGAGCAACAACTACCTCAATGGCCAAGCCTTGT
CCTTCAAGGTCACAACCAGCGATGGCCGCACCGTCATCTCCAACAATGTCACCCC
TTCCGGGTGGTCCTTTGGCCAGACCTTCGCTGGCGCACAATTCCGTTGA

Nucleotide
>LusEXPA-28

ATGGGTCTTAGGCTTTTCCTCCTCTCTGTTTCAGCTCTGGCAATGGCGGCCACTGC
CGCCGGCTACGGCGGCGGAGAAGGCGGAGGATGGGTCAACGCTCACGCCACTTT
CTACGGCGGCGGCGATGCTTCTGGCACAATGGGTCTGCATTACGCCTTAAAACCC
ATTCCCAATTTCAAGTTTTCAACTCATTTCGTTTAAGAAGACGACAGCTTTTTGGC
TGGTTTTGAGAAATTTATGATTTTTTTTTCAGGCGGAGCTTGTGGGTATGGGAATC
CGTACAGCCAGGGATACGGGACGAACACTGCAGCTTTGAGCACGGCGCTGTTCA




ACAATGGACTTGCTTGTGGCTCTTGCTACGAGATTAAGTGTGTCAACGACGGGAA
ATGGTGCTTGCCCGGCTCGATTCTCATCACGGCGACAAACTTCTGCCCGCCGAAT
AATGCTCTGCCCAACAACGCCGGCGGGTGGTGCAACCCTCCTCAGCATCACTTTG
ACCTCTCTCAGCCTGTATTCCAGCACATTGCTCAGTACAAGGCCGGAATCGTCCCT
GTCGCCTACCGCCGGTAAGAAATTATAACCAGTTATCCAAAAGTTTTCCAGTTAG
TCTAAATATGAAATAACCAAATTACCCCCTCCAACTGACCAAATTTCCTCTACTA
GACTAAAATTCTCAAATCATTCTACCAGTATGGTCAAAATACCCAACTTTTTCTAC
ATTTTTGGGACCCTTTGACCGTTATAACCCATTATGAAGTAACCCGTATTGGTTTG
GTTTGTCTGGTTTGGTTTAGTAATGTTGAAACCAATATGTCCATAAAGAACCTTAC
TTATCCTTGAAATTGGAAACTATTACCCTTGGTGACTATGAACCATTGTTTAGACT
TTAACCCATCTTTGGTTTAATGATGTTGAGACCAATATGTATGTCCACAAATAAAC
CTACTTTTTCCAATATGGACACTTTTACCCCTGGGGAACCATTCATTTACATGGCT
TTGTGTTGTCCTTTTGGTGTGTAGGGTTGCATGCAGGAGAAGAGGAGGCATCAGG
TTCACAATCAATGGCCACTCATACTTCAATCTGGTCTTGATCACCAACGTTGGTGG
AGCTGGTGATGTCCACTCCGTGTCGATTAAGGGGTCGAAAACCGGATGGCAAGCC
ATGTCTAGGAACTGGGGGCAGAATTGGCAGAGCAACAACTACCTCAATGGCCAA
GCCTTGTCCTTCAAGGTCACAACCAGCGATGGCCGCACCGTCATCTCCAACAATG
TCACCCCTTCCGGGTGGTCCTTTGGCCAGACCTTCGCTGGCGCACAATTCCGTTGA





