
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.4G011200 

Gene Model: PhHAL.4G011200.1.p 

Description: PhhEXPA-10 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPA-10 

MARVYNKRLAASGVALVVVACALAAASTAGALAPSGWSKGTATFYGGSDASGTM

GGACGYGNLYTQGYGTRNAALSTALFNDGASCGRCFKLTCDARADPQWCRRGTSV

TITATNFCPPNYALPSDDGGWCNPPRQHFDMAQPAWERIGIYRGGIVPVLFQRVPCRR

HGGVRFTVAGRDYFELVLPTNVAAAGAVRAMEVRGTRTAGWLTMSRNWGANWQS

LAYLNGQGLSFRVTTDDGQTIEFADVVPPSWTFGLTYASRLQFK* 

CDS (coding sequence) 

>PhhEXPA-10 

ATGGCCCGCGTCTACAACAAGCGCCTCGCGGCCTCGGGCGTTGCGCTGGTGGTGG

TCGCCTGCGCGCTGGCCGCCGCCTCGACGGCCGGAGCGCTCGCGCCGTCCGGCTG

GAGCAAGGGCACCGCCACGTTCTACGGTGGCAGCGACGCCTCCGGCACCATGGG

CGGCGCGTGCGGGTACGGGAACCTGTACACGCAGGGCTACGGGACGCGGAACGC

GGCGCTGAGCACGGCGCTGTTCAACGACGGCGCGTCGTGCGGGCGTTGCTTCAAG

CTCACCTGCGACGCGCGCGCGGACCCGCAGTGGTGCCGCCGGGGCACCTCCGTCA

CCATCACGGCGACCAACTTCTGCCCGCCCAACTACGCGCTGCCCTCTGACGACGG

CGGGTGGTGCAACCCGCCGCGGCAGCACTTCGACATGGCGCAGCCGGCGTGGGA

GAGGATCGGCATCTACCGCGGCGGGATCGTGCCCGTGCTCTTCCAGCGTGTGCCC

TGCAGGCGCCACGGCGGGGTGCGGTTCACGGTGGCCGGCCGGGACTACTTCGAG

CTGGTGCTGCCAACCAACGTGGCGGCCGCCGGCGCGGTGCGGGCCATGGAGGTG

CGGGGCACGCGCACGGCCGGGTGGCTGACCATGTCGCGGAACTGGGGCGCCAAC

TGGCAGTCGCTGGCGTACCTCAACGGGCAGGGGCTCTCGTTCCGGGTCACCACCG

ACGACGGGCAGACCATCGAGTTCGCCGACGTCGTGCCGCCGTCGTGGACGTTCGG

GCTGACGTACGCGAGCAGGCTGCAGTTCAAGTAG 

Nucleotide 

>PhhEXPA-10 

CAGCAGCTGCAGTTGCACGGATCACCGCTAGAGCTTAGCTTAGCTTCATTGCCGG

CCGACGCCACCGTGCACCGCCGGCGTGCAGACAGAGCAGAGCAGAGCACGGTCG

CGACAGGATTCGAGAACGATGGCCCGCGTCTACAACAAGCGCCTCGCGGCCTCG

GGCGTTGCGCTGGTGGTGGTCGCCTGCGCGCTGGCCGCCGCCTCGACGGCCGGAG

CGCTCGCGCCGTCCGGCTGGAGCAAGGGCACCGCCACGTTCTACGGTGGCAGCG



ACGCCTCCGGCACCATGGGTACGTACGACGTTCGGTTCGGTCGCCTTCAATTTAC

AAAAGCTCGTGTCCATCCAAAGGTTCCATCTTTTTCTTCTCCATCGTGACATGGAC

GCGGCGCTGCAGGCGGCGCGTGCGGGTACGGGAACCTGTACACGCAGGGCTACG

GGACGCGGAACGCGGCGCTGAGCACGGCGCTGTTCAACGACGGCGCGTCGTGCG

GGCGTTGCTTCAAGCTCACCTGCGACGCGCGCGCGGACCCGCAGTGGTGCCGCCG

GGGCACCTCCGTCACCATCACGGCGACCAACTTCTGCCCGCCCAACTACGCGCTG

CCCTCTGACGACGGCGGGTGGTGCAACCCGCCGCGGCAGCACTTCGACATGGCGC

AGCCGGCGTGGGAGAGGATCGGCATCTACCGCGGCGGGATCGTGCCCGTGCTCTT

CCAGCGTGTGCCCTGCAGGCGCCACGGCGGGGTGCGGTTCACGGTGGCCGGCCG

GGACTACTTCGAGCTGGTGCTGCCAACCAACGTGGCGGCCGCCGGCGCGGTGCG

GGCCATGGAGGTGCGGGGCACGCGCACGGCCGGGTGGCTGACCATGTCGCGGAA

CTGGGGCGCCAACTGGCAGTCGCTGGCGTACCTCAACGGGCAGGGGCTCTCGTTC

CGGGTCACCACCGACGACGGGCAGACCATCGAGTTCGCCGACGTCGTGCCGCCGT

CGTGGACGTTCGGGCTGACGTACGCGAGCAGGCTGCAGTTCAAGTAGATTACAA

GCTGATGAATGTGATGGGCCGAGCTTTTATAGGTCGGCAGTGGCGTGCTTTCTGG

TGGTCTGTTAGCTGCCCGCCCACGCACGCGTAATTTCTCGGCCCAGCCAGAATCT

CTCCGCTTGTAATGTCAGCGTCGCCGGCCTTTTTGGTTCTTCAACAAGCCGCTTTC

GCCTTCTTGGCTTCTTGTGTGTAATCTTGCGTATCCATGGTAACGAATTTGGGAGT

ATTTATATGTACGTGTGCC 




