IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.001G300800

Gene Model: Sobic.001G300800.1.p
Description: SbEXPB-06

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086
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Query seq.

specific hits B | Pollen_allerg_1
Superfanilies Patatin_and_cPLAZ superfamily Pollen_allerg_1 superfamily
DPBB_RIpA_EXP_N-like superfamily

List of domain hits e
Name Accession Description Interval E-value
[+ DPBB_EXPB_N 022275 N-terminal double-psi beta-barre! fold domain of the beta-expansin subfamily; Beta-expansins 101-222 1.35e-81
[+] Pollen_allerg_1 pfam0135 Pollen allergen; This family contains allergens lol PI, Pl and PIIl from Lolium perenne. 230-306 2.58e-32
[+] Patatin_and_cPLA2 super family 1139¢ Patatins and Phospholipases, Patatin-like phospholipase. This family consists of various 48-113 5.58e-03

MPTLIPWWPAPCAVTATSSASPFLSPLVACSSSTIETHTTSPVCLPIALIAALSSTSYTM
ATCSSTVVALGALLFSLLATCGSCARPVSFNASDFTADPDWEAARATWYGAPTGAG
PDDDGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCQNNDACSGNPET
VIITDMNYYPVSKYHFDLSGTAFGAMAKPGRSDELRHAGIIDIQFKRVPCNYPGQKVT
FHVEEGSNPVYFAVLVEFEDGDGDVVQVDLMEANSGSWTPMRESWGSIWRLDSGH
RLTAPFSLRITNESGKTLVANQVIPANWVPNTYYRSIVQY™*

CDS (coding sequence)
>SbhEXPB-06

ATGCCGACCCTAATTCCTTGGTGGCCAGCACCCTGCGCGGTCACCGCCACCTCTTC
TGCTTCCCCTTTCCTCTCTCCGTTGGTAGCTTGCTCTTCCTCGACCATCGAGACAC
ACACAACTTCTCCTGTCTGCCTACCGATAGCTCTAATAGCTGCCCTCTCAAGTACT
AGCTACACGATGGCCACCTGCTCCTCCACAGTAGTTGCACTTGGTGCACTTCTCTT
CTCGCTCCTTGCAACGTGTGGCTCATGCGCTAGACCAGTGAGCTTTAACGCCTCC
GACTTCACCGCCGATCCCGACTGGGAGGCTGCCAGGGCAACCTGGTACGGTGCGC
CCACCGGCGCCGGCCCTGATGACGACGGTGGCGCCTGTGGATTCAAGAACGTGA
ACCTGCCGCCGTTCTCGGCAATGACATCGTGCGGCAACGAGCCCTTGTTCAAGGA
CGGCAAGGGCTGCGGCTCCTGCTACCAGATACGATGCCAAAACAACGATGCCTG
CTCCGGCAACCCTGAGACGGTGATCATCACTGACATGAACTACTACCCCGTGTCC
AAGTATCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCCGGCC
GCAGCGACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGGTGC
CCTGCAACTACCCCGGGCAGAAGGTGACGTTCCACGTGGAGGAGGGCTCCAACC
CCGTCTACTTCGCGGTGCTCGTCGAATTCGAAGACGGCGACGGCGACGTGGTGCA
GGTGGACCTCATGGAGGCCAACTCCGGGTCGTGGACGCCGATGCGCGAGTCCTG
GGGATCCATCTGGAGGCTGGACTCCGGCCACCGCCTCACCGCGCCGTTCTCCCTG
CGCATCACCAACGAGTCCGGCAAGACGCTGGTGGCGAACCAAGTCATCCCGGCC
AACTGGGTGCCCAACACCTACTACCGTTCCATCGTCCAGTATTAG

Nucleotide



>SbEXPB-06

ATGCCGACCCTAATTCCTTGGTGGCCAGCACCCTGCGCGGTCACCGCCACCTCTTC
TGCTTCCCCTTTCCTCTCTCCGTTGGTAGTGAGTGGGCCTCGAGATAGCCCAGCCT
GTTGGATGTGGGTGCTTAGCGGGCCGGCACGACACGAATTTCGCCTCACAGACCC
ATGCTTGGGCTGTCAATCAGGCACGAGGCTCGCTGAGGCACGGCGTGCCATGCCA
GCCTAACACTCGTGGGCCATGCCTGGCCTGTGCCCGTACCAAGCCGGGCCGAACC
GCCCTGATGGCCAACTATAAGCATAAACGGTGGACGCGCGGATGGGTCCTATAA
ATCTCATGCGCTGGCTCGGCTCATCAATTTGCTGTTTATTTTTCCGATGCCTCTTCT
AGTTTTGTTGTGTTTGGTGCTAAACAGAACTTCCGAGCAGCCTAAATGCAAAATG
GGCCGTGCATGTGCCAACCTTAGGGTCTGTTTGATTAGTCACGGTAAAGTTTATC
ATTCATCACATCAAATATTTGAACACACGTATGGAATACTAAATATAGATTATTT
AAGAAACTAAAAATACAGTTAGAGAATAATTTATGAGAGAATCTTTTGAGCCTAA
TTAATTCATGATTAAATACTAATTACTAAATAAAACGAAAGTACTACAACCCCAA
CCAAACACGCTCTTTGTTTTGTTGGGTTAGGCCTTGTTTAGTTCACAAAATTTTGG
TTTTTTTTACTACTGTAGCACTTTCGTTTTTATTTAACAAACATTGTCCAATCACAG
AATAACTAGGCTCAAAAGATTCATCTCATAATTTTTAGGTAAACTGTGTAATTAA
TTTTTATTTTTATTTTTATTTAATGCTCCATGCATACGACCAAAGATCCGATATGA
CGAGGAATCTTGAAAATTTTTGCGAACTAAACAAGGCCTGAAAACACGCACACG
AGGCGTATATACCAAAAAAAAATGTGACAACATCACGTTCCGTCATATGATTGCA
CAAGATGCCAATTTGCACATGAGATTTGGGTGAAGACGCCAACCCTTACAAGACT
GTTGGATTGAATTGGATTTGACGTATTTTATATTCAGTTAAATCAATATAAAATCT
AATGTCTCTAATAAATGTTCTGTGTTATATATAATGTATAATTAATTTTGTAGGTA
AATTGGAGGTCGGCTCGACTTGTATGCATAGTTTTCGTTTGGGGGTCGGCTCGACT
TGTAGGGAAATTGCCCACATGTTGAAGTATTTTTTTTTTCAATTTAATACATTAAA
CATATACGAACTTCTAATGATTTTCATTCACGAGATTTTAGGAGTACTCGTACGTA
TCTACTCTTACTGAGTGATCGAAATGGATTGGCTAGTTCCATATTCCAACGCAAGT
TCACATGATTAATGATTATTTGGTGATTCTAGCATGGAACTGAGCTATAGTGTATT
ATGTTCGTCTAACTATATATATAAAGATATAAACTTATGATATCAAATAAGTATA
GTTAGACTTTTCACAAATACTTATTTGGTGAAATAAATTTGTTAATATTTTTATCT
ATATAATTGGTCAAACTTTAGATATCATAACAAAGAATACATCTAGAATTGCGTC
CTTTTAGGTTAGAGGTAATACACAGAATCTTAGCAAATGATTGTGTTGGCCAAAA
ATAATGATGTTCACATATTTACTAGTTGTAAATTGTTGTTTCTTAAATCTTGTGTTG
AGCTAGTACTCCGTATATTTATATCCCTGTATATCTATATTTTTGTATATATATATC
TATATATATCTATCTCTATTTCTATCTCTATCTCTACCTATATCACTATATATATCT
ATATTTATATCCATATATCTATATCTATCTATATCTCATAATCATAAACCCAACTA
GAATTCTTCTCGACATGCAAGCCATCCACGCAAACCCCACTAGAATTCTATCTCG
ATATGCAAGCCTTCCACATCACCAACCCACTAGCGCATATAATTATGACACTTGT
TTATTCATGCAGGATCACGTCAATAAGCCACATCATCCACTAATTAACACATATTT
ATTTGTCCACGTCAGCATACCAAACTATCCACTAACAGTAACACTATCAGATCCT
TGGTGGCCAACAATTTCCACTTGAGTGGCAAAATTTAACCCCAAGGAATATATCA
TTACCTTGAGGCTGTAGGAAACCTCCAAGTTGAGTGCTAGTCTAAACCACCAAGG
TAATTTCACATTTCCCTAAGTGCTAGTGTATACCACCTAGGTAATTCATCCTTAAA
GGTGTTTGGTCCTCAAATATATTCAGTTTTCTAGTTGAGTAAAATTCATTCACGAT
TCATGGAGCAACACGTAGTATCATCGGTTCCTAATGTGCATCATCGCACTCGCAC
AGGAGTACAACACTGTGAGTTTCCGAAGATGAGACTATTTAAAATCATAAAAGA
ATTAATTAACAGCATACCGGCTATCATAATGTTAGACCATGTTTGCATTCATTATC




TACTAATAGTTAGTTAGTTAATAGCTCATTATTAATATTAGTTGGCTAACTATTAG
CCAACTAACAGTTATTAGCAGGGGTTTCTATTATTTCTCCACCTATTAGCCGTTAT
TGTCTAATTTGATTTAACTAGTAAGATAGTTGTTATCTAGAGACCCGGCTAACAAT
TAGCTAGTCTATTATTTAGGCCTTGTTTAGTTTTTAAAAAAATTTGCAAAATTTTT
CAGATTCCCCGTCACATCGAATCTTTAGATGCATGCATAGAGTATTAAATATAGA
CAAAAATAAAAACTAATTGCACAGTTTGGTACGAGACAAATCTTTTAAACCTAGT
TAGTCTATGATTGGACAATATTTGTCAAATACAAACGAAAGTGCTACAGTGTCAA
TTTCCCAAATTTTTTTAACCATATAACTACTGTCCAAACCGGGTCATGATAGCTGC
CAAAGAAGCCGTTACTTTCTAAAATAGTGCACGCATGACCTGATGACCCGAAGGC
CGAAGCCTCCCTCTATTCCTCCCATGATTTGCTCCAGGGCCATGTGACCCCTACCA
AAGCAAAGTCGATCGGGTGCAACGGCCGTTGATGGCGATCGCGGCCCACCATGC
GTTCCTTCGATTCATTTCATTCCTGCCTATAAATACCACTGCAAGGCTTGCTCTTC
CTCGACCATCGAGACACACACAACTTCTCCTGTCTGCCTACCGATAGCTCTAATA
GCTGCCCTCTCAAGTACTAGCTACACGATGGCCACCTGCTCCTCCACAGTAGTTG
CACTTGGTGCACTTCTCTTCTCGCTCCTTGCAACGTGTGGCTCATGCGCTAGACCA
GTGAGCTTTAACGCCTCCGACTTCACCGCCGATCCCGACTGGGAGGCTGCCAGGG
CAACCTGGTACGGTGCGCCCACCGGCGCCGGCCCTGATGACGACGGTACGTATAC
ATGAACGCCGCCGCCGGTGCATGCATGGTCTCATTGTGTGTGCATGCACTGCATA
TAGCGTTGTTTTGAACCGAGTCTGAACTACAGTGCGCCGCCGCCGTTCTGCATGC
AGGTGGCGCCTGTGGATTCAAGAACGTGAACCTGCCGCCGTTCTCGGCAATGACA
TCGTGCGGCAACGAGCCCTTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACC
AGGTACACTCCTACGTAGCTAGATTGGTTGGTCAGACAAAGATCCTTTAATTTGG
TGCCTGCCTTAATGGAAACGAAAAGCTGAAGGCTGAAGCATAGTTTTGACTTTCG
ACTAACCAACTCCGTTTTACTTTCTTTTTTTTCCAGATACGATGCCAAAACAACGA
TGCCTGCTCCGGCAACCCTGAGACGGTGATCATCACTGACATGAACTACTACCCC
GTGTCCAAGTATCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGC
CCGGCCGCAGCGACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGA
GGTGGGTAACACGCAACGCTCGTTGCACAGAATCAACACGCACAGTCGACCGGC
TGATGATCAGCTGGAGGCCCTACACCAACAGAATCATATCTCGAGACCGTCTAGC
TAATACTTAATTTTGCCGTGGAGCCCTTGTACTTTTGCTCAACAAACTCTAACGAT
AACGACCGGTTGATTTTTATTTTTTATTTTTCTGACGGGCCCCATGTAGATTCAAT
TCGCACAAATATTAGTAGTACTTCCGCTTTACAATTTGGCGCGTCTGCGTGCGGAT
GTGTCTGCCTGTGGACAAAGTGTTCTGAAGCTCTTGCCTAATCCAAGCATATCAC
ATGGCTTGTTCCTGTGTCTGTAGGGTGCCCTGCAACTACCCCGGGCAGAAGGTGA
CGTTCCACGTGGAGGAGGGCTCCAACCCCGTCTACTTCGCGGTGCTCGTCGAATT
CGAAGACGGCGACGGCGACGTGGTGCAGGTGGACCTCATGGAGGCCAACTCCGG
GTCGTGGACGCCGATGCGCGAGTCCTGGGGATCCATCTGGAGGCTGGACTCCGGC
CACCGCCTCACCGCGCCGTTCTCCCTGCGCATCACCAACGAGTCCGGCAAGACGC
TGGTGGCGAACCAAGTCATCCCGGCCAACTGGGTGCCCAACACCTACTACCGTTC
CATCGTCCAGTATTAG




