IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin02G273800

Gene Model: Misin02G273800.1.p
Description: McsEXPB-22
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213



https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213

GENE STRUCTURE

McsEXPB-22 —
7

| ' 1 L 1 1 1 1
by 20Ky 300bp Gibp B00bp 1000bp 13006p 1400bp

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

100 125 150 75 200 228 250
L L - - N 1 " . | 1 -

fuery seq. ins site )
A

binding
Specific hits Pollen_allerg_1
Superfanilies DPBB_RIpA_EXP_N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value

[+ DPBB_EXPB_N N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 44-167 7.62e-80

[+] Polien_alerg_1 plar Pollen allergen, This family contains allergens lol Pi, Pil and Pill from Lolium perenne 175-251 1.65¢-20

>McsEXPB-22

MAAAQAAALLALLAALAVTRSGASALPVVNNHTSAVRQLRGGGWQEAKATWYGA
PNGAGPDDNGGACGFKNTNQYPFMSMTSCGNQPLFQDGQGCGACYQIRCTAKNNP
ACSGEVKTVMITDMNYYPVARYHFDLSGTAFGSMARPGLNDKLRHAGIIDIQFRRVA
CDNRGLTVNFHVEAGSNPNYLAVLVEYANKAGTVVQMDAMEANSGYWMPMRRS
WGSIWRLDSYRPLRGPFSMRIRSENGRTLVANNVIPANWRPNTDYRSYVQFT*

CDS (coding sequence)
>McsEXPB-22

ATGGCCGCCGCCCAGGCAGCTGCACTTCTTGCGCTCCTCGCCGCGCTTGCTGTCAC
GCGTTCTGGCGCAAGCGCACTACCGGTGGTGAACAACCACACCTCCGCCGTCCGC
CAACTCCGCGGCGGCGGCTGGCAGGAGGCCAAGGCCACCTGGTACGGLCGLGLCCC
AACGGCGCCGGCCCCGACGACAACGGCGGCGCGTGCGGGTTCAAGAACACCAAC
CAGTACCCGTTCATGTCCATGACGTCGTGCGGCAACCAGCCCCTGTTCCAGGACG
GCCAGGGCTGCGGCGCATGCTACCAGATCAGGTGCACCGCTAAGAACAACCCTG
CCTGCTCCGGCGAGGTGAAGACGGTGATGATCACGGACATGAACTACTACCCGGT
GGCCAGGTACCACTTCGACCTGAGCGGCACGGCGTTCGGATCCATGGCGAGGCCC
GGGCTGAACGACAAGCTCCGGCACGCGGGCATCATCGACATCCAGTTCAGGAGG
GTGGCCTGCGACAACCGGGGGCTCACCGTCAACTTCCACGTGGAGGCGGGCTCCA
ACCCCAACTACCTGGCGGTGCTGGTGGAGTACGCCAACAAGGCCGGCACCGTGG
TGCAGATGGACGCGATGGAGGCCAACTCGGGCTACTGGATGCCCATGCGCCGCTC
CTGGGGATCCATCTGGCGGCTCGACTCCTACCGCCCGCTCAGGGGCCCCTTCTCC
ATGCGCATCCGCAGCGAGAACGGCAGGACGCTGGTGGCCAACAATGTCATCCCG
GCGAACTGGAGGCCCAACACCGACTACCGCTCCTACGTCCAGTTCACTTAA

Nucleotide
>MCcsEXPB-22

CACACAAGCAGCCAAACGCGTATACTCCTACAAGGTTGTTAGCTTCTGCTGGTAC
ACAGTGAGCTGAGATAATGGCCGCCGCCCAGGCAGCTGCACTTCTTGCGCTCCTC
GCCGCGCTTGCTGTCACGCGTTCTGGCGCAAGCGCACTACCGGTGGTGAACAACC
ACACCTCCGCCGTCCGCCAACTCCGCGGCGGCGGCTGGCAGGAGGCCAAGGCCA



CCTGGTACGGCGCGCCCAACGGCGCCGGCCCCGACGACAACGGTACGTAGTAGC
AGTGTCAGTGCGTGCCTAGCTATACGACGTGCGCCGTGCATCGTCGGTGTGCGCC
GCGCCTACGTGCCGTACGCGCTCGATCACCAATGCTGTCGTGCTGACATTTCGGTT
TTGCCATTAATGCCGTGGCTCGGTGGCTGACATTGTGTCGTTGTGCTTGCACCGAT
CGGTGTTCTGCAGGCGGCGCGTGCGGGTTCAAGAACACCAACCAGTACCCGTTCA
TGTCCATGACGTCGTGCGGCAACCAGCCCCTGTTCCAGGACGGCCAGGGCTGCGG
CGCATGCTACCAGGTACATACAACTTGCTGTTTATATTACCCGTCCACTTGTCCGC
TTCATTTAATTCAAATCGATCGGTCAAATGTACTAGCTAGCAGAGTGTACCCCAT
ATCTTTTTCCCTCGAAACCGACATTTTTTAAGTTTGGTACGTATGAATTTAAACAT
TTAAAATTGGTGAGGTCAAACGGAAGCATCTTTTCACGTTCTCTTACTTTTGAACT
ACTAATAATACAGATCAGGTGCACCGCTAAGAACAACCCTGCCTGCTCCGGCGAG
GTGAAGACGGTGATGATCACGGACATGAACTACTACCCGGTGGCCAGGTACCAC
TTCGACCTGAGCGGCACGGCGTTCGGATCCATGGCGAGGCCCGGGCTGAACGAC
AAGCTCCGGCACGCGGGCATCATCGACATCCAGTTCAGGAGGGTGGCCTGCGAC
AACCGGGGGCTCACCGTCAACTTCCACGTGGAGGCGGGCTCCAACCCCAACTACC
TGGCGGTGCTGGTGGAGTACGCCAACAAGGCCGGCACCGTGGTGCAGATGGACG
CGATGGAGGCCAACTCGGGCTACTGGATGCCCATGCGCCGCTCCTGGGGATCCAT
CTGGCGGCTCGACTCCTACCGCCCGCTCAGGGGCCCCTTCTCCATGCGCATCCGC
AGCGAGAACGGCAGGACGCTGGTGGCCAACAATGTCATCCCGGCGAACTGGAGG
CCCAACACCGACTACCGCTCCTACGTCCAGTTCACTTAACCGACTGCATAATTAA
CCCATCACTGGTATAATCATATCACATATAAGGTGGTGCTACGCTTATTTATTCGG
GGGTAGAGTATTGTGTGATTATTGCAAATTCTTTTCGCAATGGGTTCAGCGAGTTT
CAGTTGTCGTTGTGTGTATCTTGAGAGTTGAGGCGCGTCGGAAATGGA






