IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.1G264900

Gene Model: Sevir.1G264900.1.p
Description: SVEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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C | Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

specific hits

List of domain hits d
Name Accession Description Interval E.value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins .. 34-158 9.01e-77
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PIil from Lolium perenne 166-244 9.60e-31

MASKVRFFFMAFAALACLLRPGAPVELHRKLSGWSDGAGATWY GSPNGAGSDGGA
CGYQNAVDLPPFSSMIAAGSPSIFQSGKGCGSCYQVRCTGHAACSGTPVTVVLTDECP
DGVCLEEPVHFDLSGTAFGAMAKPGQADQLRSAGRLKIQYTRVPCNWKGMEITFGV
DTGSNPNYLAVLIEYESGDGDLRSVELMQAGGGRAAWAPMQQSWGAVWRYNSGS
ALQAPFSIRITSGSGRAVVANNVIPAGWTPGGTYRSVVNFNY*

CDS (coding sequence)
>SVEXPB-03

ATGGCGTCCAAGGTCCGGTTCTTCTTCATGGCCTTCGCGGCCCTCGCCTGCCTCCT
CCGTCCCGGCGCGCCCGTCGAGCTCCACCGCAAGCTCTCTGGCTGGTCCGACGGC
GCCGGCGCGACGTGGTACGGCTCACCCAACGGCGCCGGGAGCGACGGLCGGTGLG
TGCGGGTACCAGAACGCCGTCGACCTGCCGCCGTTCTCGTCCATGATCGCCGCCG
GCAGCCCGTCCATCTTCCAGAGCGGCAAGGGCTGCGGCTCCTGCTACCAGGTGAG
ATGCACCGGCCACGCGGCGTGCTCCGGCACCCCGGTGACCGTGGTCCTCACGGAC
GAGTGCCCCGACGGCGTGTGCCTGGAGGAGCCCGTGCACTTCGACCTGAGCGGC
ACGGCGTTCGGCGCCATGGCGAAGCCCGGCCAGGCCGACCAGCTCCGCAGLCGCC
GGCCGCCTCAAGATCCAGTACACTCGGGTGCCGTGCAACTGGAAGGGGATGGAG
ATCACGTTCGGAGTGGACACCGGCTCGAACCCGAACTACCTGGCGGTGCTGATCG
AGTACGAGTCCGGGGACGGTGACCTGCGGTCCGTGGAGCTCATGCAGGCCGGTG
GCGGCCGCGCGGCGTGGGCGCCGATGCAGCAGTCGTGGGGCGCGGTGTGGLCGLT
ACAACTCGGGCTCCGCCCTGCAGGCGCCCTTCTCCATCCGCATCACCTCCGGCTCC
GGCAGGGCGGTCGTCGCCAACAACGTGATCCCCGCCGGTTGGACCCLCLCGGLGGL
ACGTACCGCTCGGTCGTGAACTTCAACTACTGA

Nucleotide
>SVEXPB-03

ATGGCGTCCAAGGTCCGGTTCTTCTTCATGGCCTTCGCGGCCCTCGCCTGCCTCCT
CCGTCCCGGCGCGCCCGTCGAGCTCCACCGCAAGCTCTCTGGCTGGTCCGACGGC
GCCGGCGCGACGTGGTACGGCTCACCCAACGGCGCCGGGAGCGACGGTACGTCG



TGTGTTCCGAGCATGGACGCGCATGAAACCCTGATATTGTTTTTTGCGTACACGA
ATAATTCCTGATAATATAATGCCTGCCCTTCGTGCATGTCGACTTGCGTGTAGGCG
GTGCGTGCGGGTACCAGAACGCCGTCGACCTGCCGCCGTTCTCGTCCATGATCGC
CGCCGGCAGCCCGTCCATCTTCCAGAGCGGCAAGGGCTGCGGCTCCTGCTACCAG
GTTCGTTCGTTCGTCCACACACCGTCGTCGTAGAATTATTGTACTCACTTAATAAT
GACACCGCCGCCGTTGGGGCAATAATTTCCGCAGGTGAGATGCACCGGCCACGC
GGCGTGCTCCGGCACCCCGGTGACCGTGGTCCTCACGGACGAGTGCCCCGACGGC
GTGTGCCTGGAGGAGCCCGTGCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCA
TGGCGAAGCCCGGCCAGGCCGACCAGCTCCGCAGCGCCGGCCGCCTCAAGATCC
AGTACACTCGGTAAGCTAGCCGCATGTATACGGTATACCGCGTGCAGGGGCATGC
CCTGAAACACTAGCCAGTCTCTACTTGTGCTTGTGTCACACACATGCGTGCATGTA
GTAATCGCTTTCGGTGCCTTCTGTTGGATTGTTACCTTGTGGCCTTCACGCACGTA
GTACAAACGCAGCGTGACCGTGACGCATGCGTGCTGCGCGCACGTACAAACGTTC
TTGTGTAGCCTCCCCTTAGCGTCTCTTGTCCTTTTGTGCCGTCTATGACCGCGCGCT
GCGTCTGCATTGCAGGGTGCCGTGCAACTGGAAGGGGATGGAGATCACGTTCGG
AGTGGACACCGGCTCGAACCCGAACTACCTGGCGGTGCTGATCGAGTACGAGTCC
GGGGACGGTGACCTGCGGTCCGTGGAGCTCATGCAGGCCGGTGGCGGCCGLGLG
GCGTGGGCGCCGATGCAGCAGTCGTGGGGCGCGGTGTGGCGCTACAACTCGGGC
TCCGCCCTGCAGGCGCCCTTCTCCATCCGCATCACCTCCGGCTCCGGCAGGGCGG
TCGTCGCCAACAACGTGATCCCCGCCGGTTGGACCCCCGGCGGCACGTACCGCLTC
GGTCGTGAACTTCAACTACTGA





