IDENTIFICATION

Species: Populus trichocarpa
Locus: Potri.004G208300

Gene Model: Potri.004G208300.1.p
Description: PtEXPA-10

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa v4 1
KEGG: https://www.genome.jp/entry/gn:T01077
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List of domain hits .
+ Name Accession Description Interval E-value

[+] PLNQ0050 super family expansin A. Provisional 125-349 1.33e-88

SEQUENCES
Peptide
>PtEXPA-10

MIDQSYPSSRACCTSLHFGLRSPKEPICQNFTVSSKGWPSNQQSYLHFSKEIRVISRRK
GWSFSSLKTIISQRREEREKTRRKESHQVQIRILIVVAYQMGALKAMLLYLIIHQTWKI
TADDEEWKSATATYVKETNGSIVVEGACGYADLHKATYGKYSAGLSSMLFNRGSTC
GACFEVRCVDHILWCLQGSPSVILTATDFCPPNYGLSADYGGWCNFPKEHFDMSEAA
FTEIAEKKADIVPVQHRRVKCERRGGLRFTVSGNFHFYQVLISNVGLDGEVIAVKVK
GSKTAWIPMARNWGQNWQSNVNLIGQPLSFEVTTSSRKTLTSYNVAPANWQFGQTF
EGKQF*

CDS (coding sequence)
>PtEXPA-10

ATGATAGACCAAAGCTACCCTTCCTCTCGGGCTTGCTGCACGTCCCTACATTTTGG
ACTACGGTCTCCCAAAGAGCCTATTTGTCAAAATTTCACAGTTTCGTCTAAGGGG
TGGCCATCTAACCAACAAAGCTATCTTCATTTCAGCAAGGAGATTCGGGTCATTT
CCCGAAGAAAAGGGTGGTCTTTCTCTTCACTCAAGACCATAATTTCACAGAGAAG
AGAAGAAAGGGAAAAAACAAGAAGAAAAGAATCTCATCAAGTACAAATCAGAA
TTCTCATAGTCGTTGCTTATCAAATGGGTGCTCTTAAAGCCATGCTTCTCTACTTG
ATTATACACCAGACATGGAAGATCACCGCTGATGATGAGGAATGGAAGTCTGCC
ACTGCAACATACGTTAAGGAAACAAATGGATCGATCGTTGTAGAAGGTGCTTGTG
GGTATGCGGACCTTCACAAGGCCACCTATGGAAAGTACAGTGCTGGACTAAGTA
GCATGCTGTTCAACAGAGGGAGTACCTGTGGGGCTTGCTTCGAGGTCAGATGTGT
CGACCACATCTTATGGTGCCTGCAGGGTAGCCCCTCGGTCATTCTCACTGCAACA
GATTTCTGTCCTCCAAATTACGGGCTTTCGGCGGATTATGGTGGCTGGTGTAATTT
CCCGAAAGAACACTTCGACATGTCAGAGGCAGCATTTACTGAAATCGCAGAGAA
AAAAGCCGATATTGTGCCAGTTCAACACAGAAGGGTGAAGTGTGAAAGAAGGGG
TGGGCTGAGATTCACAGTGAGTGGAAATTTTCACTTCTATCAAGTCCTGATCTCCA
ATGTGGGGTTGGATGGTGAGGTGATTGCTGTGAAAGTGAAGGGTTCGAAAACAG
CATGGATACCTATGGCAAGAAACTGGGGACAAAACTGGCAATCTAATGTCAACC
TTATTGGACAGCCTCTATCTTTCGAGGTTACAACCAGCAGCAGAAAAACACTCAC
ATCTTACAATGTTGCACCAGCAAACTGGCAATTCGGTCAGACATTTGAAGGCAAA
CAATTCTAG



Nucleotide
>PtEXPA-10

ATATACTCATCAAGCTTCCAATTAGTCAATCACACTTTCTCTTCCATATGGCCATG
GGGTTCCCCATTCGTTTCTTCTCAAAAGACGAGCCAAATTATGTAAATAACAACA
AATGTGTGCACGCAAGTAGAAACAGGGCCAAAGACTTTCCGCTCTCCGTGTCTGC
CACAACGACAAACCATGCAACCTCCATACACAATCCCTAAACCCTTTTTTGAGTT
TACATTCCCTGCTTGAAAAAATCAAAGAAAAGAAGGCATTGCTTGTCCATGATAG
ACCAAAGCTACCCTTCCTCTCGGGCTTGCTGCACGTCCCTACATTTTGGACTACGG
TCTCCCAAAGAGCCTATTTGTCAAAATTTCACAGTTTCGTCTAAGGGGTGGCCATC
TAACCAACAAAGCTATCTTCATTTCAGCAAGGAGATTCGGGTCATTTCCCGAAGA
AAAGGGTGGTCTTTCTCTTCACTCAAGACCATAATTTCACAGAGAAGAGAAGAAA
GGGAAAAAACAAGAAGAAAAGAATCTCATCAAGTACAAATCAGAATTCTCATAG
TCGTTGCTTATCAAATGGGTGCTCTTAAAGCCATGCTTCTCTACTTGATTATACAC
CAGACATGGAAGATCACCGCTGATGATGAGGAATGGAAGTCTGCCACTGCAACA
TACGTTAAGGAAACAAATGGATCGATCGTTGTAGGTAATTCTCTACCAACTGGTC
CCAGTAAGGGTGAAACATTCTGTTTCTTCAACTCGTAATGGTGTTTCATATTCCAC
AAAAAAAAGTTTCAGTTTGGATTGTAAAGATTAAACTGCCATTGTTTAATGTTGC
AGAAGGTGCTTGTGGGTATGCGGACCTTCACAAGGCCACCTATGGAAAGTACAGT
GCTGGACTAAGTAGCATGCTGTTCAACAGAGGGAGTACCTGTGGGGCTTGCTTCG
AGGTCAGATGTGTCGACCACATCTTATGGTGCCTGCAGGGTAGCCCCTCGGTCAT
TCTCACTGCAACAGATTTCTGTCCTCCAAATTACGGGCTTTCGGCGGATTATGGTG
GCTGGTGTAATTTCCCGAAAGAACACTTCGACATGTCAGAGGCAGCATTTACTGA
AATCGCAGAGAAAAAAGCCGATATTGTGCCAGTTCAACACAGAAGGTATCACTA
ATCAATTCGCAATTTCTTGCTAAATGAGTATAGGCTTCTCTATTTTATAGTACGTT
AGATGAGCAAACATTGATTATGCTAATTTTGTGTAGGGTGAAGTGTGAAAGAAGG
GGTGGGCTGAGATTCACAGTGAGTGGAAATTTTCACTTCTATCAAGTCCTGATCT
CCAATGTGGGGTTGGATGGTGAGGTGATTGCTGTGAAAGTGAAGGGTTCGAAAA
CAGCATGGATACCTATGGCAAGAAACTGGGGACAAAACTGGCAATCTAATGTCA
ACCTTATTGGACAGCCTCTATCTTTCGAGGTTACAACCAGCAGCAGAAAAACACT
CACATCTTACAATGTTGCACCAGCAAACTGGCAATTCGGTCAGACATTTGAAGGC
AAACAATTCTAGTGTGAGAGGCTTTTAGGCTCGAGGCATAGGTTCACACTTCCCT
TTTGCTTAGAATGACTAAAATTCTCTTGCTATGTGATGAAGTTGGTTCTTGGTCAA
AAGAAGGTAAGAAAGTTGTAAAAGAAAGTTGGGAAAAAAAAGAAATGCAAGGT
CCCAGTTTTGTCTCTTTACGTGCTTTTGAGAGTAGAAAGTTAACTGCTCTTGAAAT
GTGTAACTACTAAAATGTTTAAGGTTTATATTCACTTCAAAAGACAAGAGAAAAG
TTTAAGATATGTATCTCTTACCGTGAGTTTTTAACCAGGCAATCCTTGCTTCATGA
ACTAGGCTGTACTTTGAGATGATTTACTTTGATTCTACAAGAATGATTATAAATT





