IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0947s0009

Gene Model: Kalax.0947s0009.1.p
Description: KIEXPB-11

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXPB-11
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Legend:
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DOMAIN ARCHITECTURE
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specific hits L e
PLN#O193

Superfanilies
DPBB_R1pA_EXP_N-like superfamily

List of domain hits d
Name Accession Description Interval E-value
[+ DPBE_EXPB_N cd22275 N-terminal double-psi beta-barre! fold domain of the beta-expansin subfamily; Beta-expansing 52-165 1.27e-61
[+ PLN00193 super family cl33423 expansin- A: Provisional 1 41-314 3.31e-20
Peptide
>KIEXPB-11

MESLYAVQRLLAALFSSFLLISPSAYICAARFVTEESFYYATTNNGFTKTSATWYGDP
HGAGSTGGACGYGGDVSKRPAYASLISAGGPGLFKNGRGCGACYQVRCHSNLTCSG
APVTVVITDSCPGCPANHFDLSGTAFGAMAKRGKADQLLNAGRISIEYQRILLQILHR
VRVLTAHRRAQIRRYHDDTHHNHLLRIHLFRPQSQDRVPCHFGGSIGFTVVDGAEEY
YFAAAVKFINGAGTLKSVELHEAGGSSGWFKMTQRDSAVWY LNKGPLKAPFSLKLT
STTGKVFVASNVIPTGWSPEQTYWSTGIFRQHRHMLSEPV*

CDS (coding sequence)
>KIEXPB-11

ATGGAGAGCTTGTACGCAGTTCAAAGACTGCTTGCTGCTCTTTTCTCATCTTTTCT
CCTCATTTCTCCGAGTGCATACATTTGCGCTGCTAGATTTGTGACTGAAGAATCAT
TTTACTACGCGACGACTAATAATGGTTTTACAAAAACTTCCGCAACCTGGTATGG
AGACCCCCATGGCGCTGGAAGTACCGGCGGGGCTTGCGGATATGGAGGTGATGT
TTCCAAACGTCCGGCGTATGCGTCTCTCATATCTGCGGGAGGCCCTGGACTGTTC
AAAAATGGCAGAGGCTGTGGAGCTTGCTATCAGGTGAGGTGCCACTCAAACCTTA
CATGTTCAGGCGCGCCGGTGACGGTGGTGATCACGGACAGTTGCCCCGGTTGTCC
TGCAAACCACTTTGACCTAAGTGGCACCGCTTTCGGAGCAATGGCTAAACGCGGC
AAGGCAGATCAATTGCTCAATGCTGGAAGAATTAGTATTGAGTACCAAAGAATTC
TCCTCCAAATTCTCCACCGAGTTCGAGTCCTTACTGCCCACCGGCGAGCCCAGAT
CCGCCGATACCATGACGACACCCACCACAACCACCTCCTCCGAATTCATCTCTTTC
GTCCCCAATCCCAAGATCGTGTTCCATGCCATTTCGGAGGGTCTATAGGATTTAC
AGTGGTGGACGGTGCGGAGGAGTACTATTTTGCGGCTGCCGTAAAATTCATAAAC
GGAGCTGGCACATTGAAGAGTGTGGAGCTCCATGAAGCTGGGGGGTCCTCGGGA
TGGTTCAAGATGACTCAGCGAGACAGCGCAGTTTGGTATCTGAACAAGGGTCCGC
TGAAAGCTCCCTTCTCCCTCAAATTAACTTCAACCACTGGGAAGGTTTTCGTTGCT
TCGAATGTCATTCCAACCGGATGGAGTCCTGAACAGACGTATTGGTCCACCGGCA
TTTTCAGACAGCATCGTCATATGCTGTCTGAACCAGTTTGA



Nucleotide
>KIEXPB-11

ATGGAGAGCTTGTACGCAGTTCAAAGACTGCTTGCTGCTCTTTTCTCATCTTTTCT
CCTCATTTCTCCGAGTGCATACATTTGCGCTGCTAGATTTGTGACTGAAGAATCAT
TTTACTACGCGACGACTAATAATGGTTTTACAAAAACTTCCGCAACCTGGTATGG
AGACCCCCATGGCGCTGGAAGTACCGGTAATTATTAACGTTATATAAAACACACA
TGTGAATCATGGAACTAACTAAAATTAGAGAATTAAAATTTTTAAAATTAGTATT
CCATTTGAAGAAGAACAGCACCATAAATTTTAATATCGATATCATTTTGGTAACT
TCGTGTCACTGGTGTTATTGCTGGTAAAAGGCGGGGCTTGCGGATATGGAGGTGA
TGTTTCCAAACGTCCGGCGTATGCGTCTCTCATATCTGCGGGAGGCCCTGGACTGT
TCAAAAATGGCAGAGGCTGTGGAGCTTGCTATCAGGTTGAAGATAAATAAAGGA
ACTTTTTTCGTCTATTGTCAATTGATTTTGAGCGTAATTTTTAATTGGGATTTCTAC
CATGCATGGATTTTTATTTTTTGAAAATAACAATTTTCTATAGGTGAGGTGCCACT
CAAACCTTACATGTTCAGGCGCGCCGGTGACGGTGGTGATCACGGACAGTTGCCC
CGGTTGTCCTGCAAACCACTTTGACCTAAGTGGCACCGCTTTCGGAGCAATGGCT
AAACGCGGCAAGGCAGATCAATTGCTCAATGCTGGAAGAATTAGTATTGAGTAC
CAAAGGTACACAACATATTTTCATTGAACCATTTCTGTTTATCATATGAAATCAAT
CTAAAGAAAACCAATAAGATGTTGGCCTAGTGTTTATCATATGCTACTACTAGCT
AGATATATCGAAGGAGCGTTGGTATCCGTCATTCCGACGGGTGGTAATTTCCAGA
ATTCTCCTCCAAATTCTCCACCGAGTTCGAGTCCTTACTGCCCACCGGCGAGCCCA
GATCCGCCGATACCATGACGACACCCACCACAACCACCTCCTCCGAATTCATCTC
TTTCGTCCCCAATCCCAAGATCGGTAGGAAATCCGATATTATCGTTGAAGTAGAG
AGGATCCAGCGACGGGAATCGAATTTGATTTATCTTTAGTCTGAACAAAATAAAT
TAGACATTTGGACATCTAAGATATTATTTATATATAATTGTATATATAACCTTACT
ATCTGTTGTGGGATCAGTGTTCCATGCCATTTCGGAGGGTCTATAGGATTTACAGT
GGTGGACGGTGCGGAGGAGTACTATTTTGCGGCTGCCGTAAAATTCATAAACGGA
GCTGGCACATTGAAGAGTGTGGAGCTCCATGAAGCTGGGGGGTCCTCGGGATGG
TTCAAGATGACTCAGCGAGACAGCGCAGTTTGGTATCTGAACAAGGGTCCGCTGA
AAGCTCCCTTCTCCCTCAAATTAACTTCAACCACTGGGAAGGTTTTCGTTGCTTCG
AATGTCATTCCAACCGGATGGAGTCCTGAACAGACGTATTGGTCCACCGGTAACT
TTTAGAAAGAGTTGTTTTAGGGTTTTTCAATAAACTTGCCACCTTTGTAATATAGC
TTAATGAGTTGAATAAGGAATAATGAGCCATCAGGGTAGTGGTCAAGTGGCAAA
GAGTCTCGCCCCGTGTTCCGTAAAGGTCACGGGTTCGAATGTTGGGTGCGTGTGT
ATTTTCATGTAACAAATAAGAAGTTACAATTAAAATTTCATGTAACTTTAAGAAA
TTAAAATGTATGATTCATGTATTATTCAAATCTCTGATAAAGTACATAAGGCATCT
CTCGCATTTAATATATGATTCCATAGGACTTATATACTGATATTAGCAAGCTTAAT
TCCACCTACTTTGGGATGGATTGACTACAAGATTTGGTTAAAAATAAAACTCAAA
AGTTCCGATTTAAAATGTTTGTAATATTCTAAGAAGGAAGCAATGTTTTTGGATTT
TATGCAAGACAAAAGGAATTAAGGAATAATGCACTAAAGAATATGACGAACATA
AAGAAATGTACTTGTGCAACAAATTTGTTTGCACTCGCAGGCATTTTCAGACAGC
ATCGTCATATGCTGTCTGAACCAGTTTGA






