IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.9G337500

Gene Model: Sevir.9G337500.1.p
Description: SVEXPB-27
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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DOMAIN ARCHITECTURE

Query seq.

Specific hits B 3

B | Pollen_allerg_1
Superfanilies DPBB_RIpA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits L
Name Accession Description Interval E-value
[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 42-163 234e-77
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pli and Piil from Lolium perenne. 173-248 2.65e-30

MGSLANIVAVAAVLAALVGGGSCGPPKFPPGPNITASY TGKWLPARATWYGKPTGA

GPDDNGGACGIKDVNLPPYSGMTACGNVPIFKDGKGCGSCYEIRCKAPVECSNQPVT
VFITDMNYEPIAPYHFDLSGKAFGALAKPGLNDKLRHAGIIDLEFRRVRCKYTGGQKI

VFHVEKACNPNYLAVLVKFVADDGDIVQMELKDKASPEWRPMKLSWGAIWRMDTP
KELKGPFSIRITSESGKKLVATDVIPANWKADTAYQSNIQF*

CDS (coding sequence)
>SVEXPB-27

ATGGGATCCCTCGCCAACATCGTGGCCGTGGCGGCCGTCCTGGCGGCGLCTTGTCG
GCGGCGGCTCGTGCGGGCCCCCGAAGTTCCCGCCCGGCCCCAACATCACGGCCAG
CTACACCGGCAAGTGGCTCCCCGCCAGGGCCACCTGGTACGGCAAGCCCACCGG
CGCCGGCCCTGACGACAACGGCGGCGCCTGCGGCATCAAGGACGTGAACCTGCC
GCCCTACAGCGGCATGACCGCCTGCGGCAACGTCCCCATCTTCAAGGACGGCAAG
GGCTGCGGCTCATGCTACGAGATCAGATGCAAGGCGCCGGTGGAGTGCTCTAACC
AGCCGGTGACGGTGTTCATCACCGACATGAACTACGAGCCCATCGCCCCCTACCA
TTTCGACCTCAGCGGCAAGGCCTTCGGCGCCCTGGCCAAGCCCGGCCTCAACGAC
AAGCTCCGGCACGCCGGGATCATCGACTTGGAGTTCAGGAGGGTTCGGTGCAAGT
ACACCGGTGGGCAGAAGATCGTGTTCCACGTGGAGAAGGCGTGCAACCCCAACT
ACCTGGCGGTGCTAGTCAAGTTCGTCGCTGACGACGGCGACATCGTGCAGATGGA
GCTCAAGGACAAGGCGTCGCCGGAGTGGAGGCCGATGAAGCTCTCCTGGGGLGC
CATCTGGAGGATGGACACGCCCAAGGAGCTCAAGGGCCCCTTCTCCATCCGCATC
ACCAGCGAGTCCGGCAAGAAGCTCGTCGCCACCGACGTCATCCCGGCCAACTGG
AAGGCCGACACGGCCTACCAGTCCAACATCCAGTTCTAG

Nucleotide
>SVEXPB-27

CACACAAGCACATTCGAATAACAGTTTGGCAGAGATGGGATCCCTCGCCAACATC
GTGGCCGTGGCGGCCGTCCTGGCGGCGCTTGTCGGCGGCGGLCTCGTGLCGGGLCCC
CGAAGTTCCCGCCCGGCCCCAACATCACGGCCAGCTACACCGGCAAGTGGCTCCC



CGCCAGGGCCACCTGGTACGGCAAGCCCACCGGCGCCGGCCCTGACGACAACGG
CGGCGCCTGCGGCATCAAGGACGTGAACCTGCCGCCCTACAGCGGCATGACCGC
CTGCGGCAACGTCCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATGCTACGAG
GTGCGCGCATTGCTTGCACATTGCATTGCGTGACGTATTCGCGTGCGTGCACAGC
CAGCACACAGGCCGGTTCTTGAAATACTAGATGTTATATATAATACTCCCTCCGTT
CCAAATTATAAGTCATTCCAACTTTCTTGGAGAGTCAAAGCATCTCAAGTTTGATC
AAAATTATAGAGAAGATCACAAAAGTTTATGGCACCGAATAGATATACTATGAA
AATATATTTAGTGAATAAACTAATGGTATCTATTTGGTATCATGAATGTTAGTACT
TTATTGTATAAATTTGGTCAAACTTGAGATGCTTTGACTCTTCAAGAAAGTTGGAA
TGACTTATAATTTGGAACGGAGGGAGTAATAAACTGCTCGTGGCGTTGCTGCATG
CAGATCAGATGCAAGGCGCCGGTGGAGTGCTCTAACCAGCCGGTGACGGTGTTC
ATCACCGACATGAACTACGAGCCCATCGCCCCCTACCATTTCGACCTCAGCGGCA
AGGCCTTCGGCGCCCTGGCCAAGCCCGGCCTCAACGACAAGCTCCGGCACGCCG
GGATCATCGACTTGGAGTTCAGGAGGTCATTACATTGCTCGATCTATCAAAACTC
ATCCACGATCTGTGCAAGCCGTACGTGCAAAAGGTGACAGTGTATCAACTGTGCG
GCCTGCAGGGTTCGGTGCAAGTACACCGGTGGGCAGAAGATCGTGTTCCACGTGG
AGAAGGCGTGCAACCCCAACTACCTGGCGGTGCTAGTCAAGTTCGTCGCTGACGA
CGGCGACATCGTGCAGATGGAGCTCAAGGACAAGGCGTCGCCGGAGTGGAGGCC
GATGAAGCTCTCCTGGGGCGCCATCTGGAGGATGGACACGCCCAAGGAGCTCAA
GGGCCCCTTCTCCATCCGCATCACCAGCGAGTCCGGCAAGAAGCTCGTCGCCACC
GACGTCATCCCGGCCAACTGGAAGGCCGACACGGCCTACCAGTCCAACATCCAGT
TCTAG





