IDENTIFICATION

Species: Setaria italica

Locus: Seita.2G122700

Gene Model: Seita.2G122700.1.p
Description: SitEXPB-07
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES
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https://www.genome.jp/entry/gn:T02818
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DOMAIN ARCHITECTURE
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Query seq.
specific hits Pollen_allerg_1
Superfanilies OPBE_RLpA_ENP_N-like superfamily Pollen_allerg 1 superfamily

List of domain hits L]
+ Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family 41724 double-psi beta-barrel fold of RIpA. N-terminal domain of expansins, and similar domains; The ... 89-213 3.14e-57
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, PIl and Pill from Lolium perenne. 221-297 2.63e-26

MAKLCTVLLAAVVLLSLVVSPIDCTRKLSKAKPKTKAVSHRPAPVAKVTHKPAPAV
KVSGHKPAPAAKPHRNYTAIPSSPSTVYGSGGWLSGAGATYYGAPNGDGGEGGACG
YQTAVGKQPFSSMIAAGSTPLYRDGEGCGACYEVKCTTNAACSGQPVTIVITDRSPG
DLFPGEVAHFDMSGTAMGAMARPGMADKLRAGGVLRIQYRRVQCKYPGVNIAFKV
DQGANPFYFNVLVEFEDDDGDLNAVDLMEAGSGAWTSMAHNWGAMWRLNNGKR
LNAPFGLRLTSDSGRVLVVNNAIPAGWKPGVTYRSLVNYP*

CDS (coding sequence)
>SItEXPB-07

ATGGCCAAGCTTTGCACAGTGCTGTTGGCAGCTGTGGTCTTGCTCTCACTTGTAGT
GAGCCCCATTGATTGCACCCGCAAGCTCAGCAAGGCGAAGCCGAAGACGAAGGC
GGTCAGCCACAGGCCGGCGCCGGTAGCCAAGGTCACCCACAAGCCGGLGLLGGL
CGTCAAGGTCAGCGGCCACAAGCCGGCGCCCGCAGCCAAACCCCACCGGAACTA
CACCGCTATCCCCTCGTCGCCGTCCACCGTGTACGGTTCCGGCGGCTGGCTGTCCG
GCGCCGGCGCGACGTACTACGGTGCCCCCAACGGCGACGGCGGCGAAGGLGGLG
CGTGCGGGTACCAGACCGCCGTCGGGAAGCAGCCGTTCTCGTCGATGATCGCCGC
CGGGAGCACGCCGCTGTACAGGGACGGCGAGGGCTGCGGCGCCTGCTATGAGGT
GAAATGCACGACCAACGCGGCGTGTTCCGGCCAGCCGGTGACCATCGTGATCACC
GACAGGTCCCCCGGCGACCTGTTCCCCGGCGAGGTCGCCCACTTCGACATGAGCG
GCACGGCCATGGGCGCCATGGCGAGGCCCGGCATGGCCGACAAGCTCCGLCGLCG
GCGGCGTGCTGAGGATCCAGTACAGGAGGGTGCAGTGCAAGTACCCCGGCGTGA
ACATCGCCTTCAAGGTGGACCAGGGCGCCAACCCCTTCTACTTCAACGTGCTGGT
GGAGTTCGAGGACGACGACGGCGACCTCAACGCCGTCGACCTGATGGAGGCCGG
CAGCGGCGCCTGGACGTCCATGGCGCACAACTGGGGCGCCATGTGGCGGCTCAA
CAACGGAAAGAGGCTCAACGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGGC
AGGGTGCTCGTCGTCAACAACGCCATCCCCGCCGGGTGGAAGCCCGGGGTGACTT
ACCGGTCCTTGGTCAACTACCCCTAA

Nucleotide

>SitEXPB-07



CTCACCCAAGAACAATCGAGCTAGCTAGCTGAACATTCCAAGTGGTAAGCTTGGA
AGAACGAGAAGCAGCAGCAGCAGCAATGGCCAAGCTTTGCACAGTGCTGTTGGC
AGCTGTGGTCTTGCTCTCACTTGTAGTGAGCCCCATTGATTGCACCCGCAAGCTCA
GCAAGGCGAAGCCGAAGACGAAGGCGGTCAGCCACAGGCCGGCGLCCGGTAGCC
AAGGTCACCCACAAGCCGGCGCCGGCCGTCAAGGTCAGCGGCCACAAGCCGGCG
CCCGCAGCCAAACCCCACCGGAACTACACCGCTATCCCCTCGTCGCCGTCCACCG
TGTACGGTTCCGGCGGCTGGCTGTCCGGCGCCGGCGCGACGTACTACGGTGCCCC
CAACGGCGACGGCGGCGAAGGTTAGCGCCACGCGCTTGCTTGTGTCCATGCCTGT
CATGTCGACGCCGTAGTGTGTACCGTGCATTCCACGTACGGTTGTTATTGTGCCGA
TGCACTGACCGATGTCGCTGACATTGTGAATATTGCAGGCGGCGCGTGCGGGTAC
CAGACCGCCGTCGGGAAGCAGCCGTTCTCGTCGATGATCGCCGCCGGGAGCACG
CCGCTGTACAGGGACGGCGAGGGCTGCGGCGCCTGCTATGAGGTCAGCATGCAT
GCTCGTGTGGTGGTCACGCGGCCTACCACTGAACTGCCGTCGTATATCTCAATTAT
TGCAGGGTTGTCGGCAGGTACTGACTGGATGGTAAAAACGTGCAGGTGAAATGC
ACGACCAACGCGGCGTGTTCCGGCCAGCCGGTGACCATCGTGATCACCGACAGGT
CCCCCGGCGACCTGTTCCCCGGCGAGGTCGCCCACTTCGACATGAGCGGCACGGC
CATGGGCGCCATGGCGAGGCCCGGCATGGCCGACAAGCTCCGLGLCGGLGGLGT
GCTGAGGATCCAGTACAGGAGGGTGCAGTGCAAGTACCCCGGCGTGAACATCGC
CTTCAAGGTGGACCAGGGCGCCAACCCCTTCTACTTCAACGTGCTGGTGGAGTTC
GAGGACGACGACGGCGACCTCAACGCCGTCGACCTGATGGAGGCCGGCAGLCGGC
GCCTGGACGTCCATGGCGCACAACTGGGGCGCCATGTGGCGGCTCAACAACGGA
AAGAGGCTCAACGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGGCAGGGTGC
TCGTCGTCAACAACGCCATCCCCGCCGGGTGGAAGCCCGGGGTGACTTACCGGTC
CTTGGTCAACTACCCCTAATTCCCTGAATTGTTCTGCTGCCAATGGTGAGCAGTGC
ATGGTGAGAAATGTGCGTCCGGGTTTCGCAAGAGGCGGTGTGGAAAGAGGAGGA
GGTTGAAGAAGGGAACGGTGTTCTTCCCTCCCTCCACGGTCTCTGCATTCCCCTAG
TGATGTGTGAATCGTGCCTGTAATTTTATTTTCTTACTTGGTCACCGTCGTGTTGTG
AAGGAAAGGGAGAAGCTTGAGCTGCGACTAACGTTGCATGCCATGGATCAAGTT
GTGTCTTTTGAATTTTGTACTTTCAGGATTCAGAGAAATGAATTACTGCCTTGGTA
AGTTTC




