
IDENTIFICATION 

Species: Setaria italica 

Locus: Seita.2G122700 

Gene Model: Seita.2G122700.1.p 

Description: SitEXPB-07 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2  

KEGG: https://www.genome.jp/entry/gn:T02818  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SitEXPB-07 

MAKLCTVLLAAVVLLSLVVSPIDCTRKLSKAKPKTKAVSHRPAPVAKVTHKPAPAV

KVSGHKPAPAAKPHRNYTAIPSSPSTVYGSGGWLSGAGATYYGAPNGDGGEGGACG

YQTAVGKQPFSSMIAAGSTPLYRDGEGCGACYEVKCTTNAACSGQPVTIVITDRSPG

DLFPGEVAHFDMSGTAMGAMARPGMADKLRAGGVLRIQYRRVQCKYPGVNIAFKV

DQGANPFYFNVLVEFEDDDGDLNAVDLMEAGSGAWTSMAHNWGAMWRLNNGKR

LNAPFGLRLTSDSGRVLVVNNAIPAGWKPGVTYRSLVNYP* 

CDS (coding sequence) 

>SitEXPB-07 

ATGGCCAAGCTTTGCACAGTGCTGTTGGCAGCTGTGGTCTTGCTCTCACTTGTAGT

GAGCCCCATTGATTGCACCCGCAAGCTCAGCAAGGCGAAGCCGAAGACGAAGGC

GGTCAGCCACAGGCCGGCGCCGGTAGCCAAGGTCACCCACAAGCCGGCGCCGGC

CGTCAAGGTCAGCGGCCACAAGCCGGCGCCCGCAGCCAAACCCCACCGGAACTA

CACCGCTATCCCCTCGTCGCCGTCCACCGTGTACGGTTCCGGCGGCTGGCTGTCCG

GCGCCGGCGCGACGTACTACGGTGCCCCCAACGGCGACGGCGGCGAAGGCGGCG

CGTGCGGGTACCAGACCGCCGTCGGGAAGCAGCCGTTCTCGTCGATGATCGCCGC

CGGGAGCACGCCGCTGTACAGGGACGGCGAGGGCTGCGGCGCCTGCTATGAGGT

GAAATGCACGACCAACGCGGCGTGTTCCGGCCAGCCGGTGACCATCGTGATCACC

GACAGGTCCCCCGGCGACCTGTTCCCCGGCGAGGTCGCCCACTTCGACATGAGCG

GCACGGCCATGGGCGCCATGGCGAGGCCCGGCATGGCCGACAAGCTCCGCGCCG

GCGGCGTGCTGAGGATCCAGTACAGGAGGGTGCAGTGCAAGTACCCCGGCGTGA

ACATCGCCTTCAAGGTGGACCAGGGCGCCAACCCCTTCTACTTCAACGTGCTGGT

GGAGTTCGAGGACGACGACGGCGACCTCAACGCCGTCGACCTGATGGAGGCCGG

CAGCGGCGCCTGGACGTCCATGGCGCACAACTGGGGCGCCATGTGGCGGCTCAA

CAACGGAAAGAGGCTCAACGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGGC

AGGGTGCTCGTCGTCAACAACGCCATCCCCGCCGGGTGGAAGCCCGGGGTGACTT

ACCGGTCCTTGGTCAACTACCCCTAA 

Nucleotide 

>SitEXPB-07 



CTCACCCAAGAACAATCGAGCTAGCTAGCTGAACATTCCAAGTGGTAAGCTTGGA

AGAACGAGAAGCAGCAGCAGCAGCAATGGCCAAGCTTTGCACAGTGCTGTTGGC

AGCTGTGGTCTTGCTCTCACTTGTAGTGAGCCCCATTGATTGCACCCGCAAGCTCA

GCAAGGCGAAGCCGAAGACGAAGGCGGTCAGCCACAGGCCGGCGCCGGTAGCC

AAGGTCACCCACAAGCCGGCGCCGGCCGTCAAGGTCAGCGGCCACAAGCCGGCG

CCCGCAGCCAAACCCCACCGGAACTACACCGCTATCCCCTCGTCGCCGTCCACCG

TGTACGGTTCCGGCGGCTGGCTGTCCGGCGCCGGCGCGACGTACTACGGTGCCCC

CAACGGCGACGGCGGCGAAGGTTAGCGCCACGCGCTTGCTTGTGTCCATGCCTGT

CATGTCGACGCCGTAGTGTGTACCGTGCATTCCACGTACGGTTGTTATTGTGCCGA

TGCACTGACCGATGTCGCTGACATTGTGAATATTGCAGGCGGCGCGTGCGGGTAC

CAGACCGCCGTCGGGAAGCAGCCGTTCTCGTCGATGATCGCCGCCGGGAGCACG

CCGCTGTACAGGGACGGCGAGGGCTGCGGCGCCTGCTATGAGGTCAGCATGCAT

GCTCGTGTGGTGGTCACGCGGCCTACCACTGAACTGCCGTCGTATATCTCAATTAT

TGCAGGGTTGTCGGCAGGTACTGACTGGATGGTAAAAACGTGCAGGTGAAATGC

ACGACCAACGCGGCGTGTTCCGGCCAGCCGGTGACCATCGTGATCACCGACAGGT

CCCCCGGCGACCTGTTCCCCGGCGAGGTCGCCCACTTCGACATGAGCGGCACGGC

CATGGGCGCCATGGCGAGGCCCGGCATGGCCGACAAGCTCCGCGCCGGCGGCGT

GCTGAGGATCCAGTACAGGAGGGTGCAGTGCAAGTACCCCGGCGTGAACATCGC

CTTCAAGGTGGACCAGGGCGCCAACCCCTTCTACTTCAACGTGCTGGTGGAGTTC

GAGGACGACGACGGCGACCTCAACGCCGTCGACCTGATGGAGGCCGGCAGCGGC

GCCTGGACGTCCATGGCGCACAACTGGGGCGCCATGTGGCGGCTCAACAACGGA

AAGAGGCTCAACGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGGCAGGGTGC

TCGTCGTCAACAACGCCATCCCCGCCGGGTGGAAGCCCGGGGTGACTTACCGGTC

CTTGGTCAACTACCCCTAATTCCCTGAATTGTTCTGCTGCCAATGGTGAGCAGTGC

ATGGTGAGAAATGTGCGTCCGGGTTTCGCAAGAGGCGGTGTGGAAAGAGGAGGA

GGTTGAAGAAGGGAACGGTGTTCTTCCCTCCCTCCACGGTCTCTGCATTCCCCTAG

TGATGTGTGAATCGTGCCTGTAATTTTATTTTCTTACTTGGTCACCGTCGTGTTGTG

AAGGAAAGGGAGAAGCTTGAGCTGCGACTAACGTTGCATGCCATGGATCAAGTT

GTGTCTTTTGAATTTTGTACTTTCAGGATTCAGAGAAATGAATTACTGCCTTGGTA

AGTTTC 


