IDENTIFICATION

Species: Eucalyptus grandis
Locus: Eucgr.E01622

Gene Model: Eucgr.E01622.1.p
Description: EQrEXPB-04
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Egrandis_v2_0
KEGG: https://www.genome.jp/entry/T03547

EXTERNAL RESOURCES

https://eucgenie.org/
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DOMAIN ARCHITECTURE
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Specific hits [ 2| ~ Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfami ly

List of domain hits d
Name Accession Description Interval E-value

[+] DPBB_EXPB_N 42227 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 43-166 2.44e-78
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pil and PIll from Lolium perenne 174-252 5.92e-27

>EgrEXPB-04

MALLQSPSICFPLALLLSLLINSSHCFKPKSLNISKVQSNGDWSPAGATWY GSPNGAG
SDGGACGYGSGVAQAPFASMVSAGGPSLFKSGKGCGACYQVKCTENAACSGNPVT
VVITDECPGGPCVAESAHFDLSGTAFGAMASSGKADELRNAGVLQIQYKKVKCKFPG
VKEAFHVDSGSNPYYFAALIEYANGDGELSAVNLKQALDSDSWLPMQQSWGAIWK
LDGAGQLRAPFSIKLTSLDSGKTLVANNVIPAGWQPGQTYRSDVNFAV*

CDS (coding sequence)
>EQrEXPB-04

ATGGCGCTTCTTCAATCTCCATCGATTTGCTTCCCTCTCGCCCTTCTGCTTTCTCTC
CTCATAAACTCGTCTCATTGCTTCAAACCCAAATCGCTTAACATCTCGAAGGTTCA
GTCCAACGGTGATTGGTCGCCGGCAGGTGCGACGTGGTACGGGAGTCCCAATGG
CGCTGGAAGCGATGGTGGTGCATGTGGGTATGGGAGTGGGGTCGCCCAAGCTCC
ATTCGCTTCAATGGTGTCCGCAGGAGGGCCTTCTCTTTTCAAATCAGGCAAAGGA
TGTGGAGCTTGTTACCAGGTGAAATGCACCGAAAACGCGGCTTGTTCTGGGAACC
CAGTGACGGTCGTTATAACTGATGAATGCCCTGGTGGCCCTTGTGTTGCTGAATCT
GCTCACTTCGATTTGAGCGGCACGGCTTTTGGAGCTATGGCGAGCTCTGGCAAGG
CCGATGAACTTCGCAACGCTGGGGTGCTGCAAATTCAATACAAAAAAGTAAAGT
GCAAGTTCCCCGGCGTGAAGGAGGCATTCCACGTTGACTCCGGCTCGAACCCCTA
CTATTTCGCTGCGCTAATTGAGTACGCGAATGGGGATGGCGAGCTCAGCGCCGTC
AACCTGAAGCAGGCTCTAGACTCTGACTCTTGGCTTCCGATGCAACAGTCGTGGG
GCGCGATTTGGAAGCTGGATGGCGCGGGCCAGCTGCGCGCCCCATTCTCGATCAA
GCTCACCTCTCTTGACTCCGGCAAGACCCTGGTTGCCAACAACGTGATCCCCGCT
GGGTGGCAGCCCGGGCAGACGTACCGGTCCGACGTCAACTTTGCTGTCTGA

Nucleotide
>EQrEXPB-04

ATGGCGCTTCTTCAATCTCCATCGATTTGCTTCCCTCTCGCCCTTCTGCTTTCTCTC
CTCATAAACTCGTCTCATTGCTTCAAACCCAAATCGCTTAACATCTCGAAGGTTCA
GTCCAACGGTGATTGGTCGCCGGCAGGTGCGACGTGGTACGGGAGTCCCAATGG
CGCTGGAAGCGATGGTAATGGAATGACATTATATTTTTATATGGTCAATTCACTT
GGAGTAAAGATCTTTTTACGCAATCACCGTTGGTCTCATGACACGCCTTTCAGTA



ATTTTGACTTATCAAGTCTTTTGAGTATAAATCGGTTCGGACATATGAGTAGCTTA
GGTCAATCACCTAATCGTGATTGATTTTGGCTTTGTACCAAACACATATAGATTTA
GAGGTCGAACTGGAATCAAGTACAACGCTAGACAATACTACTCTAGTAATTACAC
ACTTCACCTGATCTGCAAATATACATATATATTTATACATGCATATGTAATATTTT
ATATATAATATGCTTCGTATGATATTTTGTACGTAGGTGGTGCATGTGGGTATGGG
AGTGGGGTCGCCCAAGCTCCATTCGCTTCAATGGTGTCCGCAGGAGGGCCTTCTC
TTTTCAAATCAGGCAAAGGATGTGGAGCTTGTTACCAGGTTTCTCTCTTGCTAGAA
AAGTGTTTCTCGAATTATTTTTATATTCGCCGTCATCGGAGAAAATTTGCCACGGA
CAAAGTTAATATATGTTCACGAGATATGATTTTCCTAAATTAACAATCGTGGAAT
AGAATTCATGAAAACATCTACTGCGGCAAGCTTTCTAGACTTCCATTAAAAGTAG
CTTGACTTCTTCGTATTTAAACAGATTATTTGACTCGGTACATATTGTCCTATTCA
AACAGATTATTTAGTAGTAGTTAGGAAGTGCAGTCTTTTGAGCTCTTGTTGATTAA
ATTTCAGGTGAAATGCACCGAAAACGCGGCTTGTTCTGGGAACCCAGTGACGGTC
GTTATAACTGATGAATGCCCTGGTGGCCCTTGTGTTGCTGAATCTGCTCACTTCGA
TTTGAGCGGCACGGCTTTTGGAGCTATGGCGAGCTCTGGCAAGGCCGATGAACTT
CGCAACGCTGGGGTGCTGCAAATTCAATACAAAAAGTCCGTACGGTTGATCCTTT
CTCTATGGATCCTTTCGAGTGAATTCCAATTTTAACAGACGCGCAGAGGGAAAAA
AGGAAGATAAAACGCATTGAAAAGTGCTTTAAATTAACGAGAAACTTTGCTTTCA
CCAGACTTATACTAATCAGCAAATAGTCTAACTTGCTTATTAAAAGTCTATTTATG
TGCACATATTTACAATGTCAATCAGAGTAAAGTGCAAGTTCCCCGGCGTGAAGGA
GGCATTCCACGTTGACTCCGGCTCGAACCCCTACTATTTCGCTGCGCTAATTGAGT
ACGCGAATGGGGATGGCGAGCTCAGCGCCGTCAACCTGAAGCAGGCTCTAGACT
CTGACTCTTGGCTTCCGATGCAACAGTCGTGGGGCGCGATTTGGAAGCTGGATGG
CGCGGGCCAGCTGCGCGCCCCATTCTCGATCAAGCTCACCTCTCTTGACTCCGGC
AAGACCCTGGTTGCCAACAACGTGATCCCCGCTGGGTGGCAGCCCGGGCAGACG
TACCGGTCCGACGTCAACTTTGCTGTCTGA






