IDENTIFICATION

Species: Populus trichocarpa
Locus: Potri.016G097500

Gene Model: Potri.016G097500.1.p
Description: PtEXPA-23

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa v4 1
KEGG: https://www.genome.jp/entry/gn:T01077

EXTERNAL RESOURCES
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Superfanilies PLNOOOS0O

+ Name Accession Description Interval E-value
[+ PLNOD050 super family cl31535 expansin A; Provisional 62-285 1.62e-93
SEQUENCES

Peptide

>PtEXPA-23

MASPLKSILATLLLLAIALPDCQAKSKPSLLGKQAIHHAIGRQANHIELPKRHKPKFRP
GPWKKAHATFYEGGSGTFGGACNYKDVAGEGYGMNTVALSSVLFRNGQACGACFE
IKCADSPQWCKLGQPSLFVTATDHCPPNPSLPNDNGGWCNVPREHFDIAKPVFSQLA

GYKAGIIPIQYRRLPCKKQGGIRFTILGNPWFYQVIVWNVGGAGDVVSVQVKGDDKL
KWTQMERDWGATWKTSAILHGESLSFRVRASDERYSTSWHVTPKNWQFGQTYEGK
NFK*

CDS (coding sequence)
>PtEXPA-23

ATGGCATCGCCATTGAAATCTATCTTAGCAACGTTGCTGCTTTTAGCCATTGCATT
GCCTGATTGCCAGGCAAAATCTAAACCTTCCCTCTTAGGGAAACAAGCCATTCAC
CATGCAATTGGACGACAAGCCAACCACATTGAACTTCCCAAACGCCATAAACCA
AAGTTCCGGCCAGGCCCGTGGAAGAAAGCTCATGCAACTTTCTATGAAGGCGGCT
CAGGAACATTTGGGGGAGCATGCAATTACAAAGATGTTGCAGGCGAAGGCTATG
GCATGAATACAGTTGCACTGAGCAGTGTTTTGTTCAGAAATGGACAGGCTTGTGG
TGCTTGTTTCGAAATCAAGTGCGCTGATAGCCCTCAATGGTGCAAGCTAGGGCAG
CCATCTCTCTTTGTCACTGCAACTGATCATTGCCCACCAAATCCATCTCTCCCAAA
TGACAATGGAGGCTGGTGCAATGTGCCACGTGAGCATTTCGATATAGCCAAGCCT
GTATTTAGTCAGCTAGCTGGGTACAAGGCCGGCATTATTCCAATCCAATATCGCA
GGCTTCCATGCAAAAAGCAAGGAGGTATTAGATTCACTATATTGGGGAATCCTTG
GTTCTATCAGGTCATTGTGTGGAATGTAGGGGGAGCTGGAGATGTTGTTAGTGTT
CAAGTGAAGGGTGATGACAAGCTCAAGTGGACGCAAATGGAACGAGATTGGGGG
GCAACTTGGAAAACCAGTGCTATTTTGCATGGAGAGTCGCTGTCCTTCCGTGTTA
GAGCAAGCGATGAGAGATACTCGACTTCATGGCATGTTACCCCTAAAAACTGGCA
ATTTGGCCAGACATACGAGGGCAAGAACTTCAAATAG

Nucleotide
>PtEXPA-23

GCACTTTATATACCTGTTGCCCCAGAAGGGATGTAGCATAACATTTTTAACATATC
GAGAGATAGAAATTATATATCAAAGGCTGTGCCAACTTGTTTTTTAGTAGTTTGTT
TTCGCCAGCATATATAATGGCATCGCCATTGAAATCTATCTTAGCAACGTTGCTGC



TTTTAGCCATTGCATTGCCTGATTGCCAGGCAAAATCTAAACCTTCCCTCTTAGGG
AAACAAGCCATTCACCATGCAATTGGACGACAAGCCAACCACATTGAACTTCCCA
AACGCCATAAACCAAAGTTCCGGCCAGGCCCGTGGAAGAAAGCTCATGCAACTT
TCTATGAAGGCGGCTCAGGAACATTTGGTATTGATGCCTTCTTTTCCCTTTTTCCT
ATATTTTTACCCTACTTTACAAGTGATCGATGATCTTGCTCACCTTACAAAACGAC
CAAATTCAATCTCCAATATGAAAAAAGAAAAAAATGGACTTTTCTTTAGCGAAAA
TTTCATTCAATATTGTGAGGCTGCCTGCCAAGAGCAGTATGATGAGAACATTTTTC
TATATTTCATAAAAAAATGTATTGTAAGAAAAAAAATAATAATTGTGTGGACTAA
CTTATAAAAAAACATTTTTGTTCAGGGGGAGCATGCAATTACAAAGATGTTGCAG
GCGAAGGCTATGGCATGAATACAGTTGCACTGAGCAGTGTTTTGTTCAGAAATGG
ACAGGCTTGTGGTGCTTGTTTCGAAATCAAGTGCGCTGATAGCCCTCAATGGTGC
AAGCTAGGGCAGCCATCTCTCTTTGTCACTGCAACTGATCATTGCCCACCAAATC
CATCTCTCCCAAATGACAATGGAGGCTGGTGCAATGTGCCACGTGAGCATTTCGA
TATAGCCAAGCCTGTATTTAGTCAGCTAGCTGGGTACAAGGCCGGCATTATTCCA
ATCCAATATCGCAGGTCATATATATGACTTTTCAATCTTTTCCCATTTAGCAAAAT
TATACCATTTAGCTGGCCAACTAGGATGCTTGGGTTGAGTTTCTTAATTAAAAGG
GTTCATTTTCCCTGCAGGCTTCCATGCAAAAAGCAAGGAGGTATTAGATTCACTA
TATTGGGGAATCCTTGGTTCTATCAGGTCATTGTGTGGAATGTAGGGGGAGCTGG
AGATGTTGTTAGTGTTCAAGTGAAGGGTGATGACAAGCTCAAGTGGACGCAAAT
GGAACGAGATTGGGGGGCAACTTGGAAAACCAGTGCTATTTTGCATGGAGAGTC
GCTGTCCTTCCGTGTTAGAGCAAGCGATGAGAGATACTCGACTTCATGGCATGTT
ACCCCTAAAAACTGGCAATTTGGCCAGACATACGAGGGCAAGAACTTCAAATAG
AGTGCAAAAAATACTTCGAAAGGGAAGTTATTTGTGTCCCGGTTGCTAAATACGT
AACGTTTGCAGGCCATGGACATACACATCTGGCTTTATAATAACAGAATCAATAG
AATTCAGCATATAGGCTAGATTTATTTATATTTACGGCCAGTGTAGTGATACTGAC
TGCAGAGAGAATAGCGATCCAACTGGCATCAATTGTGTTTACAAGACAATATGAA
AGTTTTTTTTTTTTTATTAGCTTTGTTATCCACAAAGTTTCCCCATCCCTTCTCTTTT
TGTTCTTCAAGTTCTCCATTTATTACAATAATCTTTATGT






