IDENTIFICATION

Species: Capsella rubella

Locus: Carub.0007s1251

Gene Model: Carub.0007s1251.1.p
Description: CrEXPB-06

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Crubella_v1 1
KEGG: https://www.genome.jp/entry/gn:T02984

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE
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Specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E-value
[+ DPBB_EXPB_N 27! N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 36-157 9.81e-70
[+ Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol PI, PIl and PIIl from Lolium perenne 165-241 1.95e-27

MQLSRVMLATLCIVLQLLVGSSGLATTHRHVSSSRWLPAVATWYGSPNGDGSDGGA
CGYGTLVDVKPLHARVGAVNPILFKNGEGCGACYKVRCLDKSICSRRAVTVIITDECP
GCSKTSTHFDLSGAVFGRLAIAGESGPLRNRGLIPVIYRRTACKYRGKNIAFHVNEGS
TDFWLSLLVEFEDGEGDIGSMHIRQAGARDWLEMKHVWGANWCIVGGPLKGPFSIK
LTTLSAGKTLSATDVVPRNWAPKATYSSRLNFSPIL*

CDS (coding sequence)
>CrEXPB-06

ATGCAGCTCTCTCGGGTCATGTTAGCTACACTCTGCATTGTCCTGCAGCTACTTGT
TGGCTCGTCCGGTTTGGCTACGACCCATCGCCACGTGTCTAGCTCCCGTTGGCTCC
CTGCAGTCGCTACCTGGTACGGAAGCCCCAACGGCGACGGCAGTGATGGAGGAG
CGTGTGGGTACGGTACGTTGGTGGATGTGAAGCCGTTACATGCGAGGGTTGGAGC
AGTGAATCCTATTCTCTTCAAAAATGGTGAAGGCTGCGGCGCTTGTTACAAGGTT
CGTTGTTTGGACAAGAGCATTTGTTCCAGGAGAGCCGTTACCGTCATTATCACCG
ATGAGTGTCCGGGCTGCTCTAAAACTAGCACTCACTTCGACCTCAGTGGTGCCGT
CTTCGGCCGCTTGGCCATTGCCGGCGAGTCTGGCCCTCTCCGTAACCGTGGTCTTA
TCCCCGTCATTTACCGCCGGACCGCATGCAAATACAGAGGGAAGAACATAGCGTT
CCATGTGAACGAAGGCTCAACTGATTTTTGGCTCTCTCTTTTGGTCGAGTTTGAAG
ACGGAGAAGGCGACATTGGCTCCATGCACATTCGACAAGCAGGAGCAAGGGATT
GGTTAGAGATGAAACACGTATGGGGAGCCAATTGGTGTATTGTCGGAGGACCAC
TCAAGGGACCATTCTCTATCAAGCTCACCACTTTGTCCGCCGGTAAAACACTCTCT
GCCACTGACGTTGTCCCTAGAAACTGGGCTCCCAAAGCAACTTACAGTTCCCGTC
TCAACTTCTCCCCCATTCTCTGA

Nucleotide
>CrEXPB-06

TTCTTTACTTTTCCGGCTCTGGTCGGGTAAACCAACTCCGGCAGAAAAATGCAGC
TCTCTCGGGTCATGTTAGCTACACTCTGCATTGTCCTGCAGCTACTTGTTGGCTCG
TCCGGTTTGGCTACGACCCATCGCCACGTGTCTAGCTCCCGTTGGCTCCCTGCAGT



CGCTACCTGGTACGGAAGCCCCAACGGCGACGGCAGTGATGGTAATTAAAACTC
AACTCACACTCTCTAGTGATATAGACTAATACTATAAGCTAATATAATATTATTTA
CCGGAATTGCGGCGTATAAAATGTTAGGAGGAGCGTGTGGGTACGGTACGTTGGT
GGATGTGAAGCCGTTACATGCGAGGGTTGGAGCAGTGAATCCTATTCTCTTCAAA
AATGGTGAAGGCTGCGGCGCTTGTTACAAGGTTCGTTGTTTGGACAAGAGCATTT
GTTCCAGGAGAGCCGTTACCGTCATTATCACCGATGAGTGTCCGGGCTGCTCTAA
AACTAGCACTCACTTCGACCTCAGTGGTGCCGTCTTCGGCCGCTTGGCCATTGCCG
GCGAGTCTGGCCCTCTCCGTAACCGTGGTCTTATCCCCGTCATTTACCGCCGGTAC
GCATATATATATTCTCATTATATTTTGGTAAAGATAGTACTCTCAATTTCTCATTA
TTATTTAATGCATATGCTCCTTCAGTAACTAACTCGTGACAGTGTACGAGCAAATT
AAAAGAAAATAGGAATTATTTAGAATTTTATGCAATGGATGTGAATGCATTAAAC
AAAAGAGGCAACTTTAACGGCGATCTCGTTTTTTATGGTCCCAACCATTTTTGACC
GTTGACCCCATATGATCTGTGTATCTATCTCTTTTCTCTCACTGATATATTTTATTT
TTCTTCTTTTTATGCTTAATAAAATAAAGGACCGCATGCAAATACAGAGGGAAGA
ACATAGCGTTCCATGTGAACGAAGGCTCAACTGATTTTTGGCTCTCTCTTTTGGTC
GAGTTTGAAGACGGAGAAGGCGACATTGGCTCCATGCACATTCGACAAGTAACT
CTTTTTTTTTTTTTATCTCTTTAATGACAAAACTCATGCACTCACTTTTTTAACTTTC
CTTTTTTCTTACCACAAAGCCACTTACGGAGTCACTTCCACTTCAAAAGTCTTTAC
TTTTTTATAATACTAAATATGAAAAAGGAGGAAAAGATCTTAGTGGAGTGAGCAT
AATGATGAATCTTTATTGACCAACTACTAGCTAGAAAAGGCTCACCACACCACTT
ATTAAAAGTCTTCTAAAAAGTAACAATAAAACAGAGTCAGAGTGAGAGTGTAAA
AAAACTGATGGGTTTTCTTGTGATCTGAATGTTTTGGTGCAGGCAGGAGCAAGGG
ATTGGTTAGAGATGAAACACGTATGGGGAGCCAATTGGTGTATTGTCGGAGGACC
ACTCAAGGGACCATTCTCTATCAAGCTCACCACTTTGTCCGCCGGTAAAACACTC
TCTGCCACTGACGTTGTCCCTAGAAACTGGGCTCCCAAAGCAACTTACAGTTCCC
GTCTCAACTTCTCCCCCATTCTCTGAATGTCTGAACCAACTCTTCTACATACATAG
TCAAAGACTATTATTGTTCCTATTACTACTCGTGTGATCGTGTTTTTTGAAGAGAG
AAACAGAGAGTGACTGCTAGCCGAGGGATGGCAAGAAAGAAAGTTCATCCTGAT
CCAACGGCTGTTACGTTCTCTCCTCTTCCTTCTTGTGTTGTGGATTTGTGTGTTGTG
TGTGTGTGATGTGTCGGTGAGTGTGTTAGAGTCACTGTAGCCATCTCCAAAGGGG
AGATAGAGCTAGGAGTAGTATATGGTGGTGTCATGTCTGTTTTTGTTTCTATATAA
AAATTCTTGTCACTATCTCTTTCTATTATGGGACATGACATAATATATCATATGAA
TATTTATCACTATCTCTTTCTATTGTGG




