IDENTIFICATION

Species: Aquilegia coerulea
Locus: Aqcoe7G084400

Gene Model: Aqcoe7G084400.1.p
Description: AcEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Acoerulea v3 1
EXTERNAL RESOURCES



GENE STRUCTURE

ACEXPB-03 —
5

L L . L L . . L
tibp 2oy 30 G0y BKibp 100y 1200bp 1400bp
Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

1 50 100 150 200 250 275
Query seq. e

Superfanilies PLN03023

Name Accession Description Interval E-value
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 32273 1.13e-32

SEQUENCES
Peptide
>AcEXPB-03

MTAVLHQSSIFIFFAVIVMCFFQNITCFNPRLLNVSRFESDWSIAGATWY GPPNGSGSD
GGACGYKSAVGRFPFSSMVSSAGPSLFKSGQGCGTCYQVKCTCNAACSQKPVTIVIS
DECPGCVSESAHLDMSGTAFGAMAISGKADQLRNVGVLQVQYRRTECNYPGRNHSR
LSSVKFQIDVGANPYYLSTVVEYLNGDGNLASMELEEASNKNTWHQMDRLWGAVW
KLNSGSELRAPFSIRMKAADCGKVLVANNVIPVGWKPGDIYWSHVNY *

CDS (coding sequence)
>AcEXPB-03

ATGACTGCAGTACTTCATCAAAGTTCCATCTTCATCTTCTTTGCTGTGATAGTAAT
GTGTTTTTTCCAAAATATCACATGTTTTAATCCTAGATTGTTAAACGTCTCTAGGT
TCGAATCTGATTGGTCGATAGCTGGGGCGACATGGTATGGCCCTCCCAATGGTTC
AGGGAGTGATGGTGGTGCCTGTGGTTATAAAAGTGCTGTAGGGAGGTTTCCTTTC
TCTTCAATGGTATCAAGTGCTGGACCTTCTCTGTTTAAATCAGGGCAAGGTTGTGG
GACTTGTTATCAGGTTAAATGTACATGCAATGCAGCATGTTCACAGAAACCTGTT
ACCATAGTGATTTCAGATGAGTGCCCTGGATGTGTCTCAGAATCGGCTCACCTTG
ACATGAGTGGGACAGCATTTGGAGCCATGGCGATTTCTGGCAAAGCAGATCAACT
GCGCAATGTTGGTGTGTTACAAGTACAATATCGACGGACCGAATGCAACTACCCT
GGCCGAAACCATTCTAGATTGTCTAGCGTTAAATTCCAAATTGATGTTGGTGCAA
ATCCATATTATTTATCTACTGTGGTCGAGTACTTAAATGGAGACGGTAATCTAGC
AAGCATGGAGCTTGAAGAGGCTTCAAATAAGAATACGTGGCATCAGATGGATCG
ATTATGGGGTGCAGTCTGGAAACTCAATTCTGGTTCTGAATTGAGAGCACCATTT
TCTATCAGGATGAAAGCAGCTGACTGCGGCAAGGTGCTTGTGGCAAACAATGTG
ATTCCTGTAGGCTGGAAGCCTGGAGATATTTACTGGTCTCATGTTAATTATTAG

Nucleotide
>AcEXPB-03

CTTGTATTAAGGCAGCAAAACCTAGCTAGTGCTACTTCTGATCATGACTGCAGTA
CTTCATCAAAGTTCCATCTTCATCTTCTTTGCTGTGATAGTAATGTGTTTTTTCCAA
AATATCACATGTTTTAATCCTAGATTGTTAAACGTCTCTAGGTTCGAATCTGATTG



GTCGATAGCTGGGGCGACATGGTATGGCCCTCCCAATGGTTCAGGGAGTGATGGT
AATGTATATTCATATTCATGTTGAAAAACAAAATTGATTGTACATAAAATTGTTTT
AGGAAGGTTAATAATATGTTTTTTATAGGTGGTGCCTGTGGTTATAAAAGTGCTG
TAGGGAGGTTTCCTTTCTCTTCAATGGTATCAAGTGCTGGACCTTCTCTGTTTAAA
TCAGGGCAAGGTTGTGGGACTTGTTATCAGGTTAAACATTGTTTTCTATATATATA
TTATGCATTACTTTTTTATTGTTGATCAAACTAGTAGGCTCTAGGCATAGGTGAAT
TTGTTGCCGTTGATATGATTAATAGATGTTCTGTTATGACTGAAGTTCATACTTTG
ATATCAGGTTAAATGTACATGCAATGCAGCATGTTCACAGAAACCTGTTACCATA
GTGATTTCAGATGAGTGCCCTGGATGTGTCTCAGAATCGGCTCACCTTGACATGA
GTGGGACAGCATTTGGAGCCATGGCGATTTCTGGCAAAGCAGATCAACTGCGCA
ATGTTGGTGTGTTACAAGTACAATATCGACGGTAAGTATTTAAATGTTACATAGG
AGAAGCAAAATTAATAGATATACATGAATTCATTTATGTATTGCAGAATATATAT
TATTGATTCTGAAATCCTATTAGAATCGCCACCAAGCTGATCAATTGCCTCGACTG
TTTCTGAACCAACATGACATTGTTCCTAAACAGAAGCTAATATTTGTATATGTTTG
CAGGACCGAATGCAACTACCCTGGCCGAAACCATTCTAGATTGTCTAGCGTTAAA
TTCCAAATTGATGTTGGTGCAAATCCATATTATTTATCTACTGTGGTCGAGTACTT
AAATGGAGACGGTAATCTAGCAAGCATGGAGCTTGAAGAGGCTTCAAATAAGAA
TACGTGGCATCAGATGGATCGATTATGGGGTGCAGTCTGGAAACTCAATTCTGGT
TCTGAATTGAGAGCACCATTTTCTATCAGGATGAAAGCAGCTGACTGCGGCAAGG
TGCTTGTGGCAAACAATGTGATTCCTGTAGGCTGGAAGCCTGGAGATATTTACTG
GTCTCATGTTAATTATTAGAAGATCAGATTGGTGAGAATGTTCGTATCTCACTGAT
ATATAGAGTATAACTACGTATATTAGTCTATTACTGGTCAGTGGTCACTAGTGTAT
GACCAAGGAAAGATGTAAAACTAAAACGCTTGTCATATGTTGCTTGATTCATCTC
AATTATGTCCTGTTTAGGTGGGCAAACATTGTATGAACTACTCTATTTAATGAAA
AATTGGTATTT



