IDENTIFICATION
Species: Cicer arietinum
Locus: Ca 23288

Gene Model: Ca_23288
Description: CarEXPA-22
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Carietinum_v1 0
KEGG: https://www.genome.jp/entry/T02819

EXTERNAL RESOURCES
https://www.pulsedb.org/bio data/80
http://www.cicer.info/databases.php
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GENE STRUCTURE

CarEXPA-22
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Superfanilies PLNO0OS0O

+ Name Accession Description Interval E-value
[+ PLNO0050 super family ci31535 expansin A, Provisional 8-251 1.46e-88
SEQUENCES

Peptide

>CarEXPA-22

MVALLSTFLCLILFHSFNIVAFKDQQWMKATATYAKDTEGSLITEGACGYGDLHKAS
YGKHSVGLSTILFNRGSTCGACFEIRCVDHILWCVLGSPPVIVTATDFCPPNYGLSVDY
GGWCNFPRQHFELSQAAFAEIAKGKADIVPVQYRRVKCERSGGLKFTMSGSSHFYQV
LITNVGLDGEVFAVKVKGSRTGWIPMARNWGMNWHCNVNLQHQPLSFEVTSSTGK
TLTSYNVAPQNWQFGQTFEGKQF*

CDS (coding sequence)
>CarEXPA-22

ATGGTTGCTCTTCTTTCCACATTTCTCTGCTTGATTTTATTTCATTCATTCAACATT
GTTGCTTTCAAGGACCAACAATGGATGAAAGCCACTGCAACTTATGCTAAAGACA
CAGAAGGATCACTAATTACAGAAGGAGCTTGTGGTTATGGAGATCTCCACAAAG
CAAGCTATGGAAAACACAGTGTTGGATTAAGCACTATTTTGTTCAATAGAGGGAG
TACATGTGGAGCTTGTTTTGAGATAAGATGTGTTGACCATATCCTGTGGTGTGTGC
TTGGAAGTCCACCTGTGATTGTTACTGCCACTGATTTCTGTCCTCCTAATTATGGT
CTCTCAGTTGATTATGGTGGTTGGTGTAACTTTCCAAGACAACATTTTGAATTGTC
ACAGGCTGCTTTTGCTGAAATTGCCAAGGGGAAAGCTGATATTGTTCCAGTTCAG
TATAGAAGAGTGAAGTGTGAAAGAAGTGGTGGGTTGAAATTCACTATGAGTGGA
AGTTCTCATTTCTATCAAGTCCTGATTACTAATGTGGGATTGGATGGTGAAGTGTT
TGCTGTGAAAGTGAAAGGATCAAGAACAGGATGGATACCAATGGCAAGAAATTG
GGGAATGAATTGGCATTGCAATGTCAACCTTCAACATCAGCCTTTGTCCTTTGAG
GTTACTAGCAGCACTGGAAAAACACTCACATCTTATAATGTAGCACCACAAAACT
GGCAATTTGGACAGACATTTGAAGGAAAACAATTTTAA

Nucleotide
>CarEXPA-22

ATGGTTGCTCTTCTTTCCACATTTCTCTGCTTGATTTTATTTCATTCATTCAACATT
GTTGCTTTCAAGGACCAACAATGGATGAAAGCCACTGCAACTTATGCTAAAGACA
CAGAAGGATCACTAATTACAGGTACTTCTCTTTCTCCTCCTTTGATTCATTTATAT
ATACTACTTTGTACTTAAATATAACAAAAAAAATACATGTATTTAGTCGAAATTTT
GGATCAATATACATATACTCTTTTACTTGTACATAGCAACCTAGGAAACAAAGAT
ACTAGACACGGTATTGACAATGACACTTCAAAACGAGTTATAATTTAAAAAAATT



AAAGTAATTTAATATAACAACAGGTGTTAGTGTCGTGTGAGACAACAGAAACATT
TTCAATATGAAATGTTGAGAAAATTGAGGTAGTTGAATATTGCAACGTGTGTCGT
GTTGTATCAGACAATTGACACACTTTCAATATGAAGTGTCTATGGTACATAGATA
AGAAAATTAGTGCTGAGTAGCCTTGTTTTGTCAAATGTAAATGGTTGTGTTATGA
ATGTGGTGCACAGAAGGAGCTTGTGGTTATGGAGATCTCCACAAAGCAAGCTATG
GAAAACACAGTGTTGGATTAAGCACTATTTTGTTCAATAGAGGGAGTACATGTGG
AGCTTGTTTTGAGATAAGATGTGTTGACCATATCCTGTGGTGTGTGCTTGGAAGTC
CACCTGTGATTGTTACTGCCACTGATTTCTGTCCTCCTAATTATGGTCTCTCAGTTG
ATTATGGTGGTTGGTGTAACTTTCCAAGACAACATTTTGAATTGTCACAGGCTGCT
TTTGCTGAAATTGCCAAGGGGAAAGCTGATATTGTTCCAGTTCAGTATAGAAGGT
AAAGATAGATTTCTTTAAACAATGTTATTAGATTGCTTTTGGATAAATAACTTGAT
AAACTGTGTTTATAAGCTATTTTATAGAGTTTATTGAAATAAGTTAAAAACACTCT
ATTAATATGTCATAAGTTTTTTATAAGCTCTTTCAAATGCTTTGAGAGATACTTAT
GTATATAAACTCAAATAAGTATTCTTTATATCTAATATTAAGTGTTACTTTAAGTT
ATTTTACATTTATTAAGAAATGTTGTAAATAAATGAAAGANNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTATCTTTACTAGTCATT
TTCATAAATGTAAAGTAGAGAATAATGAATTTTGTGAGTGATACATACTAATTTG
AGGGTAAAATAAATAAATAAATAAAAAATTAATATTACATAATAAGCATAAAGT
GACACTAAATATTTGAAAATATTTTTCTGTTGTTAATGTTGAAATGTGATGCAGAG
TGAAGTGTGAAAGAAGTGGTGGGTTGAAATTCACTATGAGTGGAAGTTCTCATTT
CTATCAAGTCCTGATTACTAATGTGGGATTGGATGGTGAAGTGTTTGCTGTGAAA
GTGAAAGGATCAAGAACAGGATGGATACCAATGGCAAGAAATTGGGGAATGAAT
TGGCATTGCAATGTCAACCTTCAACATCAGCCTTTGTCCTTTGAGGTTACTAGCAG
CACTGGAAAAACACTCACATCTTATAATGTAGCACCACAAAACTGGCAATTTGGA
CAGACATTTGAAGGAAAACAATTTTAA






