IDENTIFICATION

Species: Nicotiana sylvestris
Locus: XP_009800062

Gene Model: XP_009800062.1
Description: NsSEXPA-08
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/?term=Nicotiana%20sylvestris
KEGG: https://www.genome.jp/entry/gn:T05026
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[+] PLNO0183 super family cl33423 expansin-A; Provisional 31-259 1.52e-98
SEQUENCES

Peptide

>NsEXPA-08

MAKHQSFLCLVIAIFASFMVVAFETKQVEGALNGDGWRNARATFYGDETGGETMQ
GACGYGNLFHQGYGLETAALSTALFHNGATCGACFEIMCVNAPQWCNAGVKITITA
TNFCPPNYTKNVDIWCNPPQEHFDLSEPMFLKIAKYKAGVVPVVYRRVKCQKKGGIK
FEIKGNPYWILVLVYNVGGVGDVANVKIKGSKTDWITMSRKWGQNWQTSAQLVGQ
SLSFQVQTSDGQWVQSDNVVPANWQFGQSFEATNNFNS

CDS (coding sequence)
>NsEXPA-08

ACTAATTTAGAGAAAGATTGTTAAGCCTAAAATGGCAAAACATCAGAGTTTTTTA
TGTTTGGTCATCGCCATTTTTGCTAGTTTTATGGTTGTAGCATTTGAAACTAAACA
GGTAGAAGGAGCTTTGAATGGCGATGGATGGAGAAATGCTCGTGCTACATTTTAT
GGAGACGAAACCGGTGGCGAAACCATGCAGGGAGCTTGTGGCTATGGAAATTTG
TTCCACCAAGGGTATGGCCTGGAAACAGCAGCACTAAGCACAGCACTTTTTCACA
ATGGGGCAACATGTGGAGCTTGCTTTGAAATAATGTGTGTAAATGCTCCTCAATG
GTGCAATGCAGGGGTGAAAATTACAATAACAGCCACCAATTTCTGCCCTCCAAAT
TACACAAAAAATGTAGATATTTGGTGTAATCCTCCCCAAGAACACTTTGATTTAT
CAGAGCCAATGTTTTTAAAAATAGCCAAATATAAAGCAGGCGTTGTCCCTGTAGT
TTATAGGAGAGTTAAGTGCCAGAAAAAAGGAGGTATTAAGTTTGAGATTAAAGG
GAATCCTTATTGGATTCTTGTTCTTGTTTACAATGTGGGAGGTGTTGGAGATGTGG
CCAATGTCAAAATTAAAGGATCTAAAACTGATTGGATTACTATGTCGAGAAAATG
GGGCCAAAACTGGCAAACATCTGCACAATTGGTAGGACAGAGCTTGTCTTTCCAA
GTACAAACTAGTGATGGCCAATGGGTTCAATCTGATAATGTTGTTCCTGCTAACT
GGCAATTTGGTCAGAGTTTTGAGGCGACGAATAATTTTAACTCGTGATGTAT

Nucleotide
>NSEXPA-08

ATAAGTGAAGCAAAATTGATTATTGGCATGATATGACATTTGCCCGAACCACGTA
TAACTAAGGGGTGTCAACTGTCAACTGACACTCCTCCGCCAGAAAACTATATTTT
ATGCATATATATTATATGTTGAATCCCTTTGGCTTTTTCGTATATTTAACTTTTCTT
TTTTATATTTTGACACCCTTTAGTGAAAATCTTGGTTTAGCCACTAGTTAATGGTA
GATTCTCTCTATAAATAGAAGTTAATTTATTATGTATGTGGATAAATGAATTGAAT




CGAGATATTGTGTTTATAATTTGTTTCTTAATCTAGCTCTTATTCATTTGTTTCATA
AATAAATATATTACACTAAAAGCTATAGCGACTGAATATACGAAACAGAAATTTA
GAGAAAAGATCGATAAACAACAATAATAACAACAACCCAGTGTAGTCTCACAAG
TGAGGAGAAAAGATCGATAAACTCTATTGATTAAAAACGATTAATCATTTCCTCA
ATACATCACGAGTTAAAATTATTCGTCGCCTCAAAACTCTGACCAAATTGCCAGT
TAGCAGGAACAACATTATCAGATTGAACCCATTGGCCATCACTAGTTTGTACTTG
GAAAGACAAGCTCTGTCCTACCAATTGTGCAGATGTTTGCCAGTTTTGGCCCCATT
TTCTCGACATAGTAATCCAATCAGTTTTAGATCCTTTAATTTTGACATTGGCCACA
TCTCCAACACCTCCCACATTGTAAACAAGAACAAGAATCCAATAAGGATTCCCTT
TAATCTCAAACTTAATACCTCCTTTTTTCTGGCACTTAACTCTCCTATAAACTACA
GGGACAACGCCTGCTTTATATTTGGCTATTTTTAAAAACATTGGCTCTGATAAATC
AAAGTGTTCTTGGGGAGGATTACACCAAATATCTACATTTTTTGTGTAATTTGGAG
GGCAGAAATTGGTGGCTGTTATTGTAATTTTCACCCCTGCATTGCACCATTGAGG
AGCATTTACACACATTATTTCAAAGCAAGCTCCACATGTTGCCCCATTGTGAAAA
AGTGCTGTGCTTAGTGCTGCTGTTTCCAGGCCATACCCTTGGTGGAACAAATTTCC
ATAGCCACAAGCTCCCTCTGCAATAGTATCCAAACATTCGTTAATATGTATATTGT
GAACCAACCAAATTATGCAATTTTTTTTTTTTGAGTACGTCGGAAATATTAAATGG
AACTATTGAAATCTCTCATTAGCTACATTGCTTTAATCTGCCAAGAGCAAAAGCT
CCATATCCTTGATCGCCCCTTCCAATGGCGGAAGCAGGATTTTTCTCGAGGGGAT
TCAAAAATAAAAAAAAGTAAATAAACATGCAAAGAAGTTACGGATATTCAACAC
CTTATATATATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTATATATATATATATATAG
TTTATAATAACCTTACATAAACTCTATAGTTTTCGGCAAAAGGGGTTCGATTGAA
CCTCATTCCACCCACCTAGCTCTGTCCCGGGCCCCTTCCCATACTACAAAATTGCA
AATACTTTTTATACATATGTGAAAATGTTCATGTAACACCATCTTTCTTTGTTCTTT
CTTTTAATTCAATCTTCAAATGAGTCGATAGTAATCTTTTACATACTCGTGTATGA
CCAGAACCACTAACCTATCATTAGTAAAGTCGTTTCATCAACTGAGCAAGCTTCA
CTCGTGTTTCTTGATATCTATTTAGATGGAAAATTTATTTCATTTCAAAGAAGAAA
AAAGAAAATTATAATTGTGAAATGACGTTCATGCTACATATCATGGTTTGGAAAT
CATGTGGATTTATAATATTTTTAGTGCAAGTATTGTAACATAAGTGTAGAACAAG
TATAACTTACGCATGGTTTCGCCACCGGTTTCGTCTCCATAAAATGTAGCACGAG
CATTTCTCCATCCATCGCCATTCAAAGCTCCTTCTACCTGTTTAGTTTCAAATGCT
ACAACCATAAAACTAGCAAAAATGGCGATGACCAAACATAAAAAACTCTGATGT
TTTGCCATTTTAGGCTTAACAATCTTTCTCTAAATTAGTTTCAACTCTGTGGTTGAT
TTGCCTGGATAATGGGGTGCTTTGGCGTGAAATTTATAGCCAAAATCTTAAGAGG
GTAACAACATTAAGGACATAAAAAAAGGATAATCACAATAGAGATTACAATTGT
TGTCGTAAATTTAGAGATAACGGAATGATTAATTTCGTAAATTAATGCAATAATT
TAGTCATTTGCTATTATAGTAGATTGCTGCAATTTAGCTGGTCTTCCCAATTAGTC
ATGATTTGCTTTTACATGCATATAAATAGGCAATCTGCATCAGTTTTGCTAAAAAT
AAATGGGGTTAAGTTACTTCATTTGTCTTATATTTTAATGAGAAAAATAGAAATC
GGTTAGCACTAAAATGTAAGGAAGAGCTTTTTCTTTCTTTTCTAATATTGGGTCTT
TAATGTAATTTATTATACATTACAATAATCAGATTACTTATAGTAATGTGGTAACT
ACTAATTAGATTAATTTTTTAGAGTACCTAATGATCATT




