IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10030449

Gene Model: Lus10030449
Description: LUsEXPA-34
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016
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Query seq. MR TAAG YIGG GGG YNAHATF Y GOGOASGTMGGACGYGNL YSUG YGTNTAALS TALF NNGL AOGSCYE TR CYNDGRWCL PGST LI TA TNFOPPNNALPNHAGRICNPPO HHFOL SOPVFCHI ACYKAGT VP VRYRRVACRIRGG TRFT INGHS YPNL WL I TNWGGA GOVHSYST HGSKT GUORMERNWGENJESNK YR Vi
Superfanilies PLNOOOSO

Name Accession Description Interval E-value
[+] PLNO0Q50 super family cl31535 expansin A; Provisional 16-201 2.15e-117
SEQUENCES
Peptide

>LusEXPA-34

MAATAAGYGGGGGGGWVNAHATFYGGGDASGTMGGACGYGNLYSQGYGTNTAA
LSTALFNNGLACGSCYEIKCVNDGKWCLPGSILITATNFCPPNNALPNNAGGWCNPP
QHHFDLSQPVFQHIAQYKAGIVPVAYRRVACRRRGGIRFTINGHSYFNLVLITNVGGA
GDVHSVSIKGSKTGWQAMSRNWGENWESNKYPNVVK*

CDS (coding sequence)
>LuseXPA-34

ATGGCGGCCACCGCAGCCGGATACGGCGGAGGAGGAGGCGGAGGATGGGTCAA
CGCTCACGCAACTTTCTACGGCGGTGGTGATGCTTCTGGCACAATGGGCGGAGCT
TGTGGGTATGGGAATCTGTACAGCCAGGGATACGGGACGAACACTGCAGCTTTG
AGCACGGCTCTGTTCAACAATGGACTTGCTTGTGGGTCCTGCTACGAGATTAAGT
GTGTCAACGACGGGAAATGGTGCTTGCCGGGCTCGATTCTCATCACGGCGACCAA
CTTCTGCCCGCCGAACAATGCTCTGCCCAACAACGCCGGCGGCTGGTGCAACCCA
CCTCAGCACCACTTTGACCTCTCTCAGCCTGTGTTCCAGCACATTGCTCAGTACAA
GGCCGGAATCGTCCCCGTCGCCTACCGCCGGGTTGCATGCAGGAGAAGAGGAGG
CATTAGGTTCACAATCAATGGCCACTCATACTTCAACCTGGTCTTGATCACCAAC
GTTGGTGGAGCTGGTGATGTCCACTCTGTGTCGATCAAGGGCTCGAAAACCGGAT
GGCAAGCCATGTCTAGGAACTGGGGGGAGAATTGGGAGAGCAACAAATACCCCA
ATGTAGTAAAGTAG

Nucleotide
>LusEXPA-34

ATGGCGGCCACCGCAGCCGGATACGGCGGAGGAGGAGGCGGAGGATGGGTCAA
CGCTCACGCAACTTTCTACGGCGGTGGTGATGCTTCTGGCACAATGGGTACGCAT
TACACCTTAAACGCATCCCCAATTTCAAGTTTTCAACTCATTTGGTTAAGAAAGTC
GTAATCTTTTTGGCTGATTTTGAGAAATTTTTGATTTTTTTTTCAGGCGGAGCTTGT
GGGTATGGGAATCTGTACAGCCAGGGATACGGGACGAACACTGCAGCTTTGAGC
ACGGCTCTGTTCAACAATGGACTTGCTTGTGGGTCCTGCTACGAGATTAAGTGTG
TCAACGACGGGAAATGGTGCTTGCCGGGCTCGATTCTCATCACGGCGACCAACTT
CTGCCCGCCGAACAATGCTCTGCCCAACAACGCCGGCGGCTGGTGCAACCCACCT




CAGCACCACTTTGACCTCTCTCAGCCTGTGTTCCAGCACATTGCTCAGTACAAGGC
CGGAATCGTCCCCGTCGCCTACCGCCGGTAAGAAATTATAACCTGTTATTTAGAA
GTTCAGTAAGTCTTAACGGTTGAAATGACCAAATAACCCCTTCAACTGACCAAAT
AACGTCTTCTATACTAAAATTCTCAAATTTTTACCAGTATGGTCAAAGTACCCAAC
TTTTTCTGCATTTTTGGGACCCTTTGACCGTTATAACCCATTTTGAAGTAACCGGT
ATTGGTTTGGTTGTCTGGTTTGGTTTAGTAATGTTGAGACCAATATGTCCATAAAG
AACCTTACTTTTCCTTGAAATTGGACACTATTACCCTTGGTGACTATGAACCTTTT
TTGAGACTTTAGCCCATCTTTGGTTTAATGATGTGGGTTTGTGCTTTTTGGTTTGGT
TTAGTATATATTGAGACCAATATGTATGTCCACAAATAAACCTACTTTTTCCAATA
TGGACACTTTTACCCCTGGGGAACCATTCATTTACATGGCTTTGTGGTGTCCTTTT
GGTGTGTAGGGTTGCATGCAGGAGAAGAGGAGGCATTAGGTTCACAATCAATGG
CCACTCATACTTCAACCTGGTCTTGATCACCAACGTTGGTGGAGCTGGTGATGTCC
ACTCTGTGTCGATCAAGGGCTCGAAAACCGGATGGCAAGCCATGTCTAGGAACTG
GGGGGAGAATTGGGAGAGCAACAAATACCCCAATGTAGTAAAGTAG






