IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10010454

Gene Model: Lus10010454
Description: LUseXPA-33
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXPA-33
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

136 150 17 200 28 280 266

Query seq.
Superfanilies PLNO00S0

+ Name Accession Description Interval E-value
[+ PLN00050 super family 31535 expansin A; Provisional 39-263 2.05e-89
SEQUENCES

Peptide

>LusEXPA-33

MAISFLLLLILILFPPLFPYTVSSPPQDSIPSSSSSNDWLSARATFYAASDPRDAVGGAC

GYGDLVKAGYGLSTVGLSESLFARGQICGACFELRCVDDLRWCIPGTSIHIVTATNFCA
PNYGFDSDGGGRCNPPNRHFVLPVEAFEKVAVWKAGNMPVQYRRIKCRKEGGIRYT
ISGSSIFISVLISNVAGAGDINAVKIKGSRTGWLPMGRNWGQNWHINADLRNQPLSFE

VTSSDGQTVTSYSVAPKDWSFGQTFEGSKQFVA*

CDS (coding sequence)
>LuseEXPA-33

ATGGCGATCTCATTTCTCCTCCTCCTTATCCTCATCCTCTTCCCGCCGCTATTCCCC
TACACAGTCTCCTCTCCTCCGCAGGACAGTATCCCTTCTTCCTCCTCCTCAAACGA
CTGGCTTTCAGCTCGAGCAACCTTCTACGCAGCGTCGGACCCGCGGGACGLCGTC
GGCGGAGCGTGCGGGTACGGCGACCTAGTCAAGGCCGGGTACGGACTTTCCACC
GTCGGCCTGAGCGAGTCTCTGTTCGCGCGAGGCCAGATCTGCGGAGCATGCTTCG
AGCTACGGTGCGTCGACGATCTACGCTGGTGTATCCCTGGAACTTCGATTATAGT
CACGGCGACGAACTTCTGCGCTCCGAATTATGGATTCGATTCCGACGGCGGCGGG
CGGTGTAACCCTCCGAATCGGCATTTTGTGCTTCCAGTTGAGGCGTTTGAGAAGG
TCGCTGTTTGGAAGGCTGGGAATATGCCTGTTCAGTATCGGAGGATAAAGTGCAG
AAAAGAAGGCGGGATAAGGTACACGATATCTGGATCCAGCATCTTCATCTCGGTG
CTGATCAGCAACGTTGCAGGAGCGGGAGACATCAATGCTGTGAAGATCAAAGGG
TCAAGGACCGGGTGGCTCCCGATGGGAAGGAACTGGGGACAGAACTGGCACATC
AATGCCGACTTGAGAAACCAGCCATTGTCGTTCGAGGTCACTAGTAGTGATGGCC
AGACTGTAACATCGTACAGTGTCGCCCCTAAAGATTGGAGCTTTGGGCAAACTTT
TGAAGGCAGTAAGCAGTTTGTAGCTTAA

Nucleotide
>LusEXPA-33

ATGGCGATCTCATTTCTCCTCCTCCTTATCCTCATCCTCTTCCCGCCGCTATTCCCC
TACACAGTCTCCTCTCCTCCGCAGGACAGTATCCCTTCTTCCTCCTCCTCAAACGA
CTGGCTTTCAGCTCGAGCAACCTTCTACGCAGCGTCGGACCCGCGGGACGLCCGTC
GGCGGAGCGTGCGGGTACGGCGACCTAGTCAAGGCCGGGTACGGACTTTCCACC

GTCGGCCTGAGCGAGTCTCTGTTCGCGCGAGGCCAGATCTGCGGAGCATGCTTCG



AGCTACGGTGCGTCGACGATCTACGCTGGTGTATCCCTGGAACTTCGATTATAGT
CACGGCGACGAACTTCTGCGCTCCGAATTATGGATTCGATTCCGACGGCGGCGGG
CGGTGTAACCCTCCGAATCGGCATTTTGTGCTTCCAGTTGAGGCGTTTGAGAAGG
TCGCTGTTTGGAAGGCTGGGAATATGCCTGTTCAGTATCGGAGGTGAGATTTTGA
ATTCCTACCGTTTATTTGATTAGAGATGTTTGAATTGACTTGAACTCTGATACTCC
ATTGAAGAGCCATTAGTGTAGGGCATTCTATGGTTTCAAATTCTCCATTGGTTGGG
AAATGGTAGCTAATGGTGTATGGTTTTAATGGCAAAACGATGATTGAGTCGCATG
GTAGGATCGTTAAGAGAATTGGAAAGATTGATATTGAGCTTGAGTTGGATCCAAA
TAGGTGTGGGATAATGTGGACCAAATTGGCGAATTCCGGGTTTTCTGTTGTGTTTG
ATAGGATGAATGAAGCTAAGTACTTTGTTCTTGCTAGAATTTGTGATGGTAGAAT
CGCGACAGGATCGTAATAAGACTATTGATTTTAGCTCATATGGTACGACAGAGAG
GATATGCTTTATCAATCACCCTAAAGATTGAGTCTTTCGAGCTAATCATAAAAAA
CCATCGTGTGAAAATGCTATAACCTCGACTCCTCGAGTTCGAAGGGAACACACAT
CTGGTTTTTGAAACATTCTTATGTTCTTATCTCTGTTTCCTCCGCAGGATAAAGTG
CAGAAAAGAAGGCGGGATAAGGTACACGATATCTGGATCCAGCATCTTCATCTC
GGTGCTGATCAGCAACGTTGCAGGAGCGGGAGACATCAATGCTGTGAAGATCAA
AGGGTCAAGGACCGGGTGGCTCCCGATGGGAAGGAACTGGGGACAGAACTGGCA
CATCAATGCCGACTTGAGAAACCAGCCATTGTCGTTCGAGGTCACTAGTAGTGAT
GGCCAGACTGTAACATCGTACAGTGTCGCCCCTAAAGATTGGAGCTTTGGGCAAA
CTTTTGAAGGCAGTAAGCAGTTTGTAGCTTAA





