IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.2G365000

Gene Model: PhHAL.2G365000.1.p
Description: PhhEXPA-07

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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List of domain hits .

Name Accession Description Interval E-value
[+] PLND0050 super family cI31535 expansin A; Provisional 48-260 1.36e-62

SEQUENCES
Peptide
>PhhEXPA-07

MSAGSPWTMAPAPLLASLLLAGLALLLAPGVAEGKPHVNHGKFKDGPWTVGHATF
YGGRDGSGTTNGGACGFKDELAKDYGALTAAVSPALYSEGAGCGACYEVKGPEEG
GGGGGPNKSVVVTATNQAPPPVSGQKGEHFDLTMPAFLQIAEEKAGIVPISYRRVAC
VRQGGIRYTITGNKNYNMVMVTNVGGEGDVVALSVKGNKRVKWTPMKRSWGQL
WTTEVDLTGESLTYRVMTGDHRKATSWHVMPRDWQFGKTYQATKNF*

CDS (coding sequence)
>PhhEXPA-07

ATGTCTGCAGGTTCGCCGTGGACAATGGCGCCGGCGCCTCTCCTCGCGTCGCTGC
TGCTCGCCGGGCTCGCGCTGCTGCTGGCCCCCGGCGTCGCGGAGGGCAAGCCCCA
CGTGAACCACGGCAAGTTCAAGGATGGCCCGTGGACGGTCGGGCACGCGACGTT
CTACGGCGGGCGCGACGGGTCCGGCACCACGAACGGLCGGLCGCGTGCGGGTTCAA
GGACGAGCTGGCCAAGGACTACGGCGCACTGACGGCAGCAGTGAGCCEGGLEGLT
GTACAGCGAGGGCGCCGGGTGCGGCGCGTGCTACGAGGTGAAGGGCCCGGAGGA
GGGCGGCGGCGGCGGCGGCCCCAACAAGTCCGTGGTGGTGACGGCCACCAACCA
GGCCCCGCCGCCGGTCAGCGGGCAGAAGGGCGAGCACTTCGACCTCACCATGCC
GGCGTTCCTCCAGATCGCCGAGGAGAAGGCCGGCATCGTGCCCATCTCCTACCGC
AGGGTGGCGTGCGTGAGGCAAGGCGGGATCCGGTACACGATCACGGGGAACAAG
AACTACAACATGGTGATGGTGACGAACGTGGGCGGCGAGGGGGACGTGGTGGCG
CTGTCGGTGAAGGGCAACAAGCGCGTCAAGTGGACGCCGATGAAGCGCAGCTGG
GGGCAGCTGTGGACGACGGAGGTCGACCTCACCGGCGAGTCGCTGACGTACCGG
GTCATGACCGGCGACCACCGCAAGGCCACCTCCTGGCACGTCATGCCGCGCGACT
GGCAGTTCGGAAAGACCTACCAGGCGACCAAGAACTTCTAG

Nucleotide
>PhhEXPA-07

CCATTCATGTCTGCAGGTTCGCCGTGGACAATGGCGCCGGCGCCTCTCCTCGCGT
CGCTGCTGCTCGCCGGGCTCGCGCTGCTGCTGGCCCCCGGCGTCGCGGAGGGCAA
GCCCCACGTGAACCACGGCAAGTTCAAGGATGGCCCGTGGACGGTCGGGCACGC
GACGTTCTACGGCGGGCGCGACGGGTCCGGCACCACGAACGGCGGLCGLCGTGLGG
GTTCAAGGACGAGCTGGCCAAGGACTACGGCGCACTGACGGCAGCAGTGAGCCC



GGCGCTGTACAGCGAGGGCGCCGGGTGCGGCGCGTGCTACGAGGTGAAGGGCCC
GGAGGAGGGCGGCGGCGGCGGCGGCCCCAACAAGTCCGTGGTGGTGACGGCCAC
CAACCAGGCCCCGCCGCCGGTCAGCGGGCAGAAGGGCGAGCACTTCGACCTCAC
CATGCCGGCGTTCCTCCAGATCGCCGAGGAGAAGGCCGGCATCGTGCCCATCTCC
TACCGCAGGTACCGAAAAAATTGGAACGATCGCATCGCATTGTATTTGCATCCGC
TGATCGATGTTGATCTCTCCAATCCAATCAGGGTGGCGTGCGTGAGGCAAGGCGG
GATCCGGTACACGATCACGGGGAACAAGAACTACAACATGGTGATGGTGACGAA
CGTGGGCGGCGAGGGGGACGTGGTGGCGCTGTCGGTGAAGGGCAACAAGCGCGT
CAAGTGGACGCCGATGAAGCGCAGCTGGGGGCAGCTGTGGACGACGGAGGTCGA
CCTCACCGGCGAGTCGCTGACGTACCGGGTCATGACCGGCGACCACCGCAAGGC
CACCTCCTGGCACGTCATGCCGCGCGACTGGCAGTTCGGAAAGACCTACCAGGCG
ACCAAGAACTTCTAGGCCGGGGCGCCGCTAGGCATATGCACCGTTGCATTGTATT
GTACCTCCTCTCATGCGTAACGATCGACATGCATGAATGGTCTGAAGCTCCGTTG
CCGGAGTTAAACGGTTGTGAAGGAAAAACTAAACAGAATTGCTAAAATCCACTTT
AAATTTGTGTTCTTGTGCTGTGCTCACATGCATGCATCTTCTCCAATACTCC





