IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.9G616700

Gene Model: Pahal.9G616700.1.p
Description: PhEXLA-04
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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Query seq.
Superfanilies PLN3023

List of domain hits *
me Accession Description Interval E-value

~+ Nal
[+ PLN03023 super family Expansin-like B1; Provisional 35-253 3.48e-59

SEQUENCES
Peptide
>PhEXLA-04

MAVPVRLASCSSLALLLVLLTPLLASACDRCVRRSRASYYTSSLTLAGGSCGYGAEA
AAMGGGFLAAAGPALYRAGVGCGACFQVRCKDSKLCAAAGARVVVTDRARTNRT
DLVLSSPAFAAMARPGMAARLAELRTVDVEYKRVPCEYKHRNLSVRVEKKSRAPAE
LTVRFLYQGGQTDIVAVDVAQVGSSNWKFMTRNYGPAWSTSQAPPGPLQLRVVVT
GGYDGKWVWADREVLPRRWRAGEVYDTGVQIADIAQEGCYPCDTHEWE*

CDS (coding sequence)
>PhEXLA-04

ATGGCCGTCCCTGTCCGCCTTGCCTCCTGCTCCTCCCTTGCGCTCCTCCTCGTCCTG
CTAACCCCGCTCCTCGCGTCCGCCTGCGACCGCTGCGTCCGCCGCTCCAGGGCCT
CCTACTACACCTCCTCGCTCACCCTCGCCGGCGGCTCCTGTGGGTACGGCGCCGA
GGCGGCGGCCATGGGCGGCGGCTTCCTCGCCGCCGCGGGCCCCGCGCTGTACCGG
GCCGGCGTCGGCTGCGGCGCCTGCTTCCAGGTCCGGTGCAAGGACAGCAAGCTCT
GCGCCGCGGCGGGCGCCCGGGTGGTCGTCACGGACCGCGCCAGGACCAACCGCA
CCGACCTCGTGCTCAGCAGCCCGGCCTTCGCCGCCATGGCGCGCCCCGGCATGGL
CGCGCGCCTCGCCGAGCTGCGCACCGTCGATGTCGAGTACAAGAGGGTGCCGTGC
GAGTACAAGCACCGGAACCTCTCGGTGAGGGTGGAGAAGAAGAGCCGLGLCCeeC
GCCGAGCTGACCGTCAGGTTCCTCTACCAGGGTGGCCAGACCGACATCGTCGCCG
TCGACGTCGCGCAGGTCGGTTCGTCCAACTGGAAGTTCATGACGCGCAACTACGG
CCCGGCGTGGAGCACGAGCCAGGCGCCGLCLCGGGGCLCGLCTGCAGCTCAGGGTGGT
GGTGACCGGCGGGTACGACGGCAAGTGGGTCTGGGCCGACCGCGAGGTCCTCCC
GCGGCGGTGGCGCGCCGGCGAGGTCTACGACACGGGCGTCCAGATCGCCGACAT
CGCCCAGGAGGGCTGCTACCCCTGCGACACGCACGAGTGGGAGTGA

Nucleotide
>PhEXLA-04

ATGGCGGGGTCGGCCGGCTGCAGAGCAGAAGAATCTTTCTTCGAAATGCCAATG
GAACGGAGGAGGGAGAGACTTTTTGTACGGGGGGAGAAGGAGGTGATGAGGAA
TCGTGTGGCATTTAAGGCGGCACGGCGCAGCGTCTGGGTGCGGCATGCATCGGCA
TGTGAGTCCGCGCCGGGGTCCGTGCGCGCGAGCTCCGCCTCCCCCGTCGCCGCAT
TCCTATTTAAGCACCGCCGCGATCACCGCCATCTTCCTCACTCATCAGTCATCACC



TCTCCGGCCGGTCTAGTACTCTATCCTCCCACATTGCGTCGAGCGTGCCCACCCAC
ACACTGGCCTGCGACTGCAGGAGAGAGCGAGAGCCTAGGTAGATTGCCAATCGA
CATGGCGCGCAAGGTATCGTCGTGCCACTCGCTGGTGGTTGTCTTCGTCGCCGCG
AGCCTCGCCGCGACGGCCCGGGCAGCATGGATCAGGGGCTCGGCGACGTTCTAC
GGCGGGGCCGACGCCTCCGGCACAATGGGTGAGTGGCCAAGCTAGGCTCGGTTA
CTGGTTGCAATGCACTTCCAATGGCTTGGACCCGTGCGCTGATCGAGATGATTTG
CTGCAATTGATGCAGGTGGCGCGTGCGGGTACGGCAACCTATACTCGACGGGGTA
CGGGACGAACACGGCGGCGCTGAGCTCGTCGCTGTTCAAGGACGGGGCGTCGTG
CGGGGAGTGCTACCAGGTCATGTGCGACCAGCAGAACAGCCAGTGGTGCAGGCC
GGGCGTGACGGTGACCGTCACGGCGACCAACCTGTGCCCTCCAGACTGGTCCAAG
CCCAACAACAACGGCGGCTGGTGCAACCCGCCGCGGCAGCACTTCGACATGGCG
CAGCCGGCCTGGGAGAAGATCGGCGTCTACCGCGGCGGATACGTCCCGGTCATGT
ACCAGAGGTACGTATACACATGAGCGCGCTTCTTATTACTCCAGTTCCCAGTCGC
CGCCGGCCGTCGTTTCGACGGCCGGTCAGCGCACGTACGCCGGCGATGACGATGA
CTAACGTGCGGCGGCGTCACGTTGCAAATGTTCAACAGGGTGTCGTGCTCGCGGA
GCGGCGGCGTGCGGTTCACCATCAACGGCAACAACTACTTCGAGCTGGTGCTCAT
CACCAATGTGGCCGGGCCGGGGTCCCTCAAGTCGGCGCAGATCAGGGGCACCCG
GACGGGGTGGGTCACCATGTCCCGGAACTGGGGCGCCAACTGGCAGGCCAACAA
CTACCTCAAAGGCCAGAGCATCTCCTTCCGGGCCACCGCCACCAACGGCCAGACG
CTCGAGTTCGGGAACGTCGCGGGCCCCAACTGGCAGTTCGGCCAGACCTTCACCA
ACGGCCAGAATTTCTACTAGCGGCGCGCCGCCACGCCGGCCGCCGGCTCTCCTGT
TTTCCCTTGATCAATTTTGCATCTGGAAACTTGCCAAAAAGAAGGCCTTATTTAGT
AGCGTCATTGTGATGGAAATGTTAGTGACTCGATTAGCGGCTAGGTCGCATGCGT
GAGGCGGTTGGCATGGCAGAGGTGGGGTTCATGGGTCTCCGTCCGTCCGTCCGTC
CGGGCGGCCGGCCTGATCGAGTGCCCGCCATGCCTACTGCTTTACGGATGATTAT
TGTTGCTGGATTAAAAAACCCAAAAATGAAAAAAAAGGAGTTGATTAGTGGCGA
CTGCCTTTGCTTGGACACGAGATTATCGTGGACAGATCGATCGATGTGCCGAGAT
GGCGCTTAGCTTGCTGGAATAAGCAAGCCGCATGTGAGCGACTGTAGCAGATTGA
TCTTTTTTTCCCTACTGAAATGGCCAAGCATTGGTTTTGACTCGAGTGCCTGGGGT
CAAATGGTATGCGTACAAGTTTTTTTTTTGAGAG




