IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.4G081900

Gene Model: PhHAL.4G081900.1.p
Description: PhhEXPA-11

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Llst of domain hits

Name Aooesslon Description Interval E-value
|+] PLND0050 super family c131535 expansin A; Provisiona 52-258 1.85e-78

SEQUENCES
Peptide
>PhhEXPA-11

MASSLPLLLLLLLSGAGFCGGVRLGSGGYEDWRLGTATYVKEFQPHPLNDGGGACG
YGDLDIFRYGRYTAGLSAALFGRGGACGGCYELRCVNHIQWCLRGSPTVVVTATDF
CPANMGLADEAGGWCNFPREHLELSEAAFLRVAKAKADIVPVQFRRVSCDRAGGM
RFTITGSAHFLQVLITNVAADGEVAAVKVKGSRTGWIPMGRNWGQNWQCDADLRG
QPLSFEVTGGRGRTVTAYSVASADWMFAQTFEGKQFVE*

CDS (coding sequence)
>PhhEXPA-11

ATGGCGAGCTCCCTGCCCCTGCTCTTGCTGCTGCTGCTGTCCGGAGCCGGCTTCTG
CGGCGGCGTACGGCTCGGCAGTGGCGGCTACGAGGACTGGAGGCTCGGCACCGC
CACCTACGTCAAGGAGTTCCAGCCGCACCCGCTCAACGACGGTGGCGGLCGLLTGC
GGGTACGGCGACCTGGACATCTTCAGGTACGGGCGCTACACGGCGGGGCTGAGC
GCGGCGCTGTTCGGGCGCGGCGGCGCCTGCGGCGGCTGCTACGAGCTCCGGTGEG
TGAACCACATCCAGTGGTGCCTCCGGGGCAGCCCGACGGTGGTGGTGACGGCGA
CGGACTTCTGCCCCGCCAACATGGGCCTCGCCGATGAGGCCGGCGGCTGGTGCAA
CTTCCCCCGGGAGCACCTCGAGCTGTCGGAGGCCGCGTTCCTCCGCGTCGCCAAG
GCCAAGGCAGACATCGTGCCGGTGCAGTTCCGTAGGGTGAGCTGCGACAGGGCG
GGCGGCATGCGGTTCACGATCACCGGCAGCGCGCACTTCCTGCAGGTGCTGATCA
CCAACGTGGCGGCCGACGGCGAGGTGGCCGCCGTGAAGGTGAAGGGGTCGAGGA
CCGGGTGGATCCCGATGGGGCGGAACTGGGGCCAGAACTGGCAGTGCGATGCCG
ACCTCCGCGGCCAGCCGCTGTCGTTCGAGGTCACCGGCGGGAGGGGCCGGACGG
TCACCGCGTACAGCGTCGCGTCGGCGGACTGGATGTTCGCGCAGACGTTCGAGGG
CAAGCAGTTCGTCGAGTAG

Nucleotide
>PhhEXPA-11

CAGGTCCTCAAAAGGGCAGCCTCCGCGGCTGCTCCCTCCTCCAACCTGACCCACT
GCTGCAAATCCCAATAAAGCCTGTGCAGAAAGGAAGCGCGCAAAAGCGGCCTCG
CCTTCCCTCTCCCTCTCCCTTCTACACAGCACCCGGTCCTCCTCCCCTGGLGLCCG
GCTCTGTCACCTTTGACTCCCCCATTCCGGTCTCCTCCCCTCCCACCACCGGCCAA
GCACACTGCACGTTCTAGTTCAGGCAGTCCCAGAACAGCTCCAAGAAAAGGCTCT



TTCTTCTTCCCTCTCGCCATTGCTCGTCTTGCGGCGTTCAGGAGACAGGAGAGGAC
TAGAGGAGGCACCGATCGATCACCAAAGCGCAAAGGCCGGCAGGCGGGTTGGGG
GCGGCATGGCGAGCTCCCTGCCCCTGCTCTTGCTGCTGCTGCTGTCCGGAGCCGG
CTTCTGCGGCGGCGTACGGCTCGGCAGTGGCGGCTACGAGGACTGGAGGCTCGG
CACCGCCACCTACGTCAAGGAGTTCCAGCCGCACCCGCTCAACGACGGTACGCGC
CTCTTGCGTTTTCTCAGCATCGCAATCGTAGCAGTAGCAGTGTAGCATCAGGGAA
ACCAGCAGTGTCAGTCAGTCAGTCAGTCGGTTCTTCCTCGGCCTCACCCTTCTCCC
ACTGCCGGCCTTTCTGCATTTCTGTGAATGACTGGCGAATGCTTCCCGTTTTGTTT
TGTTTTTTTTTTCTGAAAAGAATGGAGAAGGTGAATGCCGTCTGCGAACACGAAT
CGATGGGCAAGGAGATAGTGCGTAGTGCTGTGCAGATCCCACCTAGTTGGCTAGA
AACTGATACCGAGAAGTAGCAGAGGTGGAGATTCAGGGATGGAATCGTGGAACT
TTACTTCCTCCTTCCCCTTTCTTCGGAAAGAATTGAGTGATTCTTCTTGGAACTGG
ACATCCCAAGCATGTTCAGGAGTAGAAGATGAGAGCAGCACTGTCTTGATTTGTG
AAAGGTACTGCAGCATTAATGCTGTCCTTGACGGCCAAAAGAAAAGGGGTGGTG
GAGCACAATTCTTGCGCTAAATGGGCTTTGAAAATTTGTGACCTTTTCCTTTTCAG
AAAGTTGTAGTTGAGGCACATTGAATGGGTGCTTTGACAAATTCTAATTTATGAG
AGGCAAGCACGTACAAGTACAGCTAGTACAGTGCGAGGTTTTCTTTACTGCTATC
CTGTTACTGTTTACACAGCTCATGAAGGGTGCTTGCCTAGAGTAATTTCTATCATG
ACTATAGAAATGAAACAGCGCATTGGCAGACAATTCATTCATTGCAACTGCTCTT
GAAAGATTGCCTTTTGATCCAGGCTAAACGCCTGTTTGGAACGCCATAATTTCAC
AGCGATTTCGCTTCAAACATTTCAATTCTCACAAAATTTAGAAAGTTATCCAGTGT
TCCAAACGGGAGAACACTTTTCTTTGGAAAAGGTGGGGAACTAAATTCTGGATTC
AAGAACTAAATTCTGGATTCAAGAATTTTCATATTTGCATCACTCTCTGTTTACTT
TCTTTGCTGAATGAACTACGAGTGAAAAGAAGACAAGCTGCTTATTGTAGTGCCT
GATGTCCGATGCCATGGTTTCCTTCAGGTGGCGGCGCCTGCGGGTACGGCGACCT
GGACATCTTCAGGTACGGGCGCTACACGGCGGGGCTGAGCGCGGCGCTGTTCGG
GCGCGGCGGCGCCTGCGGCGGCTGCTACGAGCTCCGGTGCGTGAACCACATCCA
GTGGTGCCTCCGGGGCAGCCCGACGGTGGTGGTGACGGCGACGGACTTCTGCCCC
GCCAACATGGGCCTCGCCGATGAGGCCGGCGGCTGGTGCAACTTCCCCCGGGAG
CACCTCGAGCTGTCGGAGGCCGCGTTCCTCCGCGTCGCCAAGGCCAAGGCAGACA
TCGTGCCGGTGCAGTTCCGTAGGTACCTTACATGCCTGATCTTGATCTGCTCGCTG
TTTCAATTCTTCTTTTTCCAAAGTCCTTTCAAAAAAAGTTCACAAATATAGGAGAC
AACAAACAAATTTCGAGAGAGCATTGGACTGCTGCTCATTGGTCTGTCCCGGCAA
ATTATCATACTTCAACTTGCTTGAACCTGAATATGCAAAGCCATGGCACATGGCT
CGCCATCATTCTTGAGCAGCGCATTCAGTGTGTATTTTTTAAGCCTGCGACTGCAC
TGCCTTTTGAGAAAGCCCAGAATGATGTTGATGATTAGAATTGGATCGTAGGATA
TGCGATGGATGTCTCGAGCCACTTTGGGATGCTGGCCGATGGGTAGGGAGCGTCA
GGGTCTCGAAAGCACGGAGAAAAACATCAGCTTTCAGTCAGTGCTTCCTTTTTGT
TTTCGAATCTGACCTGTGCTGTCCATTATGAGCACCCTCCCCGTTTTCAGACAGAT
GCTATGAGTGTGTCCCAACTGCTGCAAGAGTATACAGCAAGGATCCTTTTTGTCT
CAGAATACAAATTTAAGTTATCCTGCCATTAGCACCTACAGTACCAATAGCATTG
TTTTTAATTCTGAAAATCGCCCACTCATCACTTTCAGAAAAAAAGGGGGCAATTC
CACTATGATCGCCACTCGCCACCATGAACAAATGGTGCTTTTTTTTAAAAAAAAA
AGCAAAACTTTTTTTTTTCCGAATATGATGCAGCTGAACAGTTGGTGAATGTTGGT
GACGCAGGGTGAGCTGCGACAGGGCGGGCGGCATGCGGTTCACGATCACCGGCA
GCGCGCACTTCCTGCAGGTGCTGATCACCAACGTGGCGGCCGACGGCGAGGTGG
CCGCCGTGAAGGTGAAGGGGTCGAGGACCGGGTGGATCCCGATGGGGCGGAACT




GGGGCCAGAACTGGCAGTGCGATGCCGACCTCCGCGGCCAGCCGCTGTCGTTCGA
GGTCACCGGCGGGAGGGGCCGGACGGTCACCGCGTACAGCGTCGCGTCGGCGGA
CTGGATGTTCGCGCAGACGTTCGAGGGCAAGCAGTTCGTCGAGTAGACGCTGCCG
GAAAACCTTGCGCCGGCGGCGTTTGTAAGTAGAATTATACGGGTGGGTTCTTGAT
GTGTTGTGACCCAAGAACATGAAATGTATTGGATGGCAAAAGAATTTCTATGTCA
CTATAAAATCTTTTGAAGATTTGCTTTTAAGAAAAGTGACAATCCAAATATGTGC
ATTAA





