
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy1G069600 

Gene Model: Brasy1G069600.1.p 

Description: BsyEXPB-01 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPB-01 

MASPGTALSTTVNLILSILSLLVSSISCWSSGGATWYGSPYGAGSDGGACGYQGAVG

QRPFSSMIAAGGPSFFKNGKGCGACYQVKCTGNKACSGRPVKVVITDSCPGGVCARE

AHFDMSGTAFGAMANPGMADRLRSAGELRIHYARVPCKYNGMNVAFKVDAGSNPY

YLAVLVMYQAGDGDLSSVEIMQGGCRAGQHGRNGEPWRRMQHSWGATWFLNSND

GKPLRAPFSFRLTSGSGKVLVATNAIPAGWRAGTSYRSSVNFAS* 

CDS (coding sequence) 

>BsyEXPB-01 

ATGGCTAGTCCAGGCACTGCGCTATCCACGACAGTGAACCTCATCCTGTCAATCC

TATCACTTCTCGTAAGCTCCATCTCTTGCTGGTCCTCGGGCGGCGCGACGTGGTAC

GGGAGCCCTTACGGCGCCGGCAGCGACGGTGGCGCGTGTGGTTATCAAGGCGCC

GTCGGCCAGCGCCCGTTCTCGTCGATGATCGCCGCCGGCGGACCCTCCTTCTTCA

AGAACGGCAAAGGCTGCGGCGCATGCTATCAGGTCAAGTGCACCGGCAACAAGG

CCTGCTCCGGTCGCCCGGTGAAGGTCGTCATCACGGACTCCTGCCCCGGCGGCGT

CTGCGCCAGGGAGGCGCACTTCGACATGAGCGGCACCGCCTTCGGCGCCATGGCC

AACCCCGGGATGGCCGACCGCCTCCGTTCTGCCGGAGAACTCAGGATCCATTACG

CCAGGGTGCCGTGCAAGTACAACGGCATGAACGTTGCGTTCAAGGTGGACGCGG

GGTCCAACCCGTACTACCTCGCCGTGCTGGTGATGTACCAGGCCGGCGACGGGGA

CCTCTCCTCCGTGGAGATCATGCAGGGCGGCTGCAGGGCCGGCCAGCACGGCAG

GAACGGCGAGCCGTGGAGGAGGATGCAGCACTCGTGGGGCGCCACGTGGTTCCT

CAACTCCAACGACGGCAAGCCCCTGCGCGCCCCGTTCTCGTTCCGGCTCACCTCG

GGCTCCGGCAAGGTGCTCGTCGCCACCAACGCTATCCCCGCAGGCTGGCGGGCCG

GGACTTCCTACCGCTCCTCGGTCAACTTCGCCTCGTAA 

Nucleotide 

>BsyEXPB-01 

GATCTTAGTTGCAAACAAACCTATAGCTAGCCCATCGATCGGCCTTGCATTGTGA

GATAATCCTATAAGGCCATATATACATACTAAGACACAATCAATGGCTAGTCCAG

GCACTGCGCTATCCACGACAGTGAACCTCATCCTGTCAATCCTATCACTTCTCGTA



AGCTCCATCTCTTGCTGGTCCTCGGGCGGCGCGACGTGGTACGGGAGCCCTTACG

GCGCCGGCAGCGACGGTAAGTCGCACGTACACCTACAATGATCATCAGTGCTGGT

GTAGATTCTAGATTGTCAGATAGGAGACTTATTCGATCTGTGCTGCACGAACGAA

ATGCAGGTGGCGCGTGTGGTTATCAAGGCGCCGTCGGCCAGCGCCCGTTCTCGTC

GATGATCGCCGCCGGCGGACCCTCCTTCTTCAAGAACGGCAAAGGCTGCGGCGCA

TGCTATCAGGTCAAGTGCACCGGCAACAAGGCCTGCTCCGGTCGCCCGGTGAAGG

TCGTCATCACGGACTCCTGCCCCGGCGGCGTCTGCGCCAGGGAGGCGCACTTCGA

CATGAGCGGCACCGCCTTCGGCGCCATGGCCAACCCCGGGATGGCCGACCGCCTC

CGTTCTGCCGGAGAACTCAGGATCCATTACGCCAGGTGAAAATTGCAATCGAGTT

CGATCATCAAATCAACAATGCATGGCAGTAAAGTTGAAGACGCCACTAGTACAG

AAACGGCCATTAGTGACGCTCGCAAAACAGGGTTAGTGGCGATTTTAACGATCGC

CACTAACGTCTCGCCACTAATACCGGGTACTATCAGTGGCGATCGCAGCAATCGC

CACTGATGGACCACCCACCAGTGGCGTGCTGGGCACGATCGCCACTGATGTCCTT

TGGCCGAAATAAAAAAAAATCTCATAGCTAGCAAAATGCTAGCTATGCTTTTTTT

ATTCTAGTTCTACAATTCATACAACTGTATCTATAGAGAACAGATTATTGATACTT

AAAGAATAAAAAATGATAAAAATGCAAAAGAAAATCAAATTGATACATCATGAT

GGACAACATCCTTCTGTGAAAAAAAAGAAATAGGTACAAAAAACAAACAATCCA

GTACAACATCCTTCATGAATATGTGAACAAATTAAGAACAATTCAAAGTCCCTCC

CTCTTGACCATTTCAAGATAGCATCATCACCATCATCATCAAAAAATCACAAACG

CTGCACCTGCAGCATACACCATTCGACCACACCATGAAAATATAATCCAATCAAA

ATCAACAAATGCAAAAAGAAATTAAATAGGCACACCTTCCAGTGGATGGCGTGC

TGCCGAAGAGCTCCTCCTCCGCGGTTGGGGAGAGGCTGCCGACGAGCTCCTCTAC

GGTCGGATCCAGCGGCCCGACGTGGATCCGGCTCCGGCGGCATCAATCTGCACCG

GATCTGCAGCGGGCGTCGGTGGCGCGTGGATGAGAGAACTAGAGATAGAGGGGG

GGGGGGCGGTACCTCGTGGTGGGCTGGGTCGGATCCGCGTCGGCCGGGGCTGAC

GGAGGCCAGATCCGCGCGGGGGCCGGGCCCGGGGCAGCCAGATCCGGCGACGTC

AGGGACGGGGCGGCCGGATCCGCCGAAGGTCGGCGTCGTGGAGGAGGGCCCGAG

GCGGAGGCCGCCGTCGCGTCGGAGGGGAGGCACGCGGATGGAGGAGGCGGGGC

CATGGAGGCTGAGGGCGCGTCGGAGGCCTGCGTCGGCGGCGGCGTCGCAGCGGG

GCGGTGGTGGAGGTCGGAGGCCGGACGAAAGGAGTGGTCGGGCTGGGAGAGAA

AGAAGTGGGGAGGTTCAGGTGAGAAAGAGAAGGAGCAGAGAGAGAGAAGTGGG

GAGGGGCGGCGGCGGCTTGGGGAGACAGACAAGTGCGGAGGGATTTTATAGGAG

GCCCCTCAAACCCTAGAGGCCACTTTTATTAGTGGCGTGTACAATACTAGAAATC

GCCACTGATACTATACTACAGTATTAGGGTTTCCTAAATCCTCTACTTATCTATCA

GTGGCGATTTCTTATCAAAAATCGTCACTGATAGCATTTTAAAAAATAGTAAAAT

ATTCATATTATATTTTGTGGATGTGAAAAAAATTAAGCACCTGTACTTTTGAATGT

GTTACTAAATATTTGTATTACACCAGACGTTTTAATCCAAAGTTCAATTTTTTTTT

GACTAAATTTGTCGGATTATACATACCTTTTGTAGTAATTTAAATTTATAAAAATT

AATTTAAAATCAGAATAGGCTGAAATTTGGCACAGACTTTTAGTTAGTGATAATG

AGCATGCATAAATAAATTTAAAAATAAATAAGAAAATCTTATATAGAAAATGTTG

ATTTTGGCAGGTTTTGGTAGAAACTATACTGGAGGTTGACTCAAATGGACCAAAA

CGAAACAAATTATATGATTAATTTCATATTTTCAAACAATTTTTTTTATATAGGTA

TATCATGGTAGTACTACTCTTCATGCCAATTCTCAGACTTTACTGAGTTAAAATGA

ATTATATAAATTTAAATAACTACAAAATGTCCAAATAAACATTAATATTGGGCAT

ACTTATTTTGAATTTTGAATTGAAATGCTTAGTGTAATACAAACATATAGTAACTC

ATTCAAAAGTACATGTGTTTAATTTTTTTCACAATCACATATTATAATATGAGTAT

TTTACTCATTTATGGAAATAAGCATTAGTGGGGATTCTTGGGGAAATCGTCACTA



ATAAGTGGATTTGGGGTTTCTGGAAACAAGTATTAGTGGGGATTCTTAGGGTGAT

CGCCACTAATGGTTGGTTTTCGGATTTTTCTGGGTTTCGGAAACCGAGCATTAGTG

GCGAGCGCCCAATGTATTAGTGGCGAGCCCCCAATGCTCGCCACTAATAGAGGGT

TATTAGTGGCGAGCGCCCAATACTCGCCACTAACGTGTGTTGCCCTATAACCAAT

TCTGTGCTAGTGCGCGCGCGTAATTAACATTGGAATGCGTTTCCCTCTCAGGGTGC

CGTGCAAGTACAACGGCATGAACGTTGCGTTCAAGGTGGACGCGGGGTCCAACC

CGTACTACCTCGCCGTGCTGGTGATGTACCAGGCCGGCGACGGGGACCTCTCCTC

CGTGGAGATCATGCAGGGCGGCTGCAGGGCCGGCCAGCACGGCAGGAACGGCGA

GCCGTGGAGGAGGATGCAGCACTCGTGGGGCGCCACGTGGTTCCTCAACTCCAAC

GACGGCAAGCCCCTGCGCGCCCCGTTCTCGTTCCGGCTCACCTCGGGCTCCGGCA

AGGTGCTCGTCGCCACCAACGCTATCCCCGCAGGCTGGCGGGCCGGGACTTCCTA

CCGCTCCTCGGTCAACTTCGCCTCGTAAGACGGCTAGCTGATGCTGGCTGATCTTC

GAGTGTTTTAGATCTGTAGCTCTGCATCTCTGCCGTTTGTGATGAGCACTTGCCGT

GTCAAAGGAACTCGGCATGTGCGTCCGGGAATTGTGAGCGGCCGCGTTAACTAG

GCCTCTACACACGGCCACCGGCTTGCAGTTATTTCCCTAGTGATGTCTTTTCTTTT

CTCTGTATGCGATCTCGCAAACTGTTAGTCACAGCCAAGCATGCTGATGAACCAA

TAGATGTGATTTTGGTTCGTTTAACTTTTTTTTCCTTCTACTTTTCTCTCTAAGCTAT

TCGAAAAGCACACAAATCATTTCTTAATTTTCATTTTGTAT 




