IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake10g177800

Gene Model: OsKitaake10g177800.1.p
Description: OskEXLA-05

Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326
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DPBB_R1pA_EXP_N-like superfamily |

List of domain hits d
Name Accession Description Interval  E-value
[+ DPBB_EXLA_N cd22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-iike 26-153 6.13e-60
[+ PLN03023 super family cl33621 Expansin-like B1; Provisional 52-258 4.83e-59

>0skEXLA-05

MAVRCCSSMASASVVLFFVVVGMSASMVSGCDRCVRRSKAGFRDSSIALNAGSCGY
GSLAASFNGGHLAAASPALFRGGVGCGACFQVRCKDGKLCSTAGAKVVVTDEARST
NRTDLVLSAAAYAAMARPGMAAQLRTRRAVDVEYKRVPCEYAAGRNLSIRVEEKS
RPPRELSIRFLYQGGQTDIVAVDVATVGSSNWKFMTRDYGPAWSTAQAPAGPLQFR
VVVTGGYDGKWVWADGEVLPRRWTAGRVYDAGVQIADVAQEGCYPCDTQEWK™*

CDS (coding sequence)
>0skEXLA-05

ATGGCCGTTCGGTGTTGCTCTTCCATGGCGAGCGCCAGCGTTGTCCTCTTCTTCGT
CGTCGTCGGCATGTCGGCGTCGATGGTCTCCGGCTGCGACAGGTGCGTGCGCCGG
TCCAAGGCCGGATTCCGCGACTCGTCGATCGCGCTGAACGCCGGTTCTTGCGGGT
ACGGCTCCCTCGCCGCGTCCTTCAACGGCGGCCACCTCGCCGCCGCGAGLCLCCGGL
GCTGTTCAGGGGCGGTGTCGGCTGCGGCGCCTGCTTCCAGGTGCGGTGCAAGGAC
GGCAAGCTGTGCAGCACGGCGGGCGCCAAGGTGGTCGTGACGGACGAGGCGCGG
TCGACGAACCGCACCGACCTCGTGCTGAGCGCCGCCGCGTACGCCGCCATGGLCC
GCCCCGGCATGGCCGCGCAGCTCAGAACACGCCGCGCCGTTGACGTCGAGTACA
AGAGGGTACCGTGCGAGTACGCAGCTGGTCGCAACCTGTCGATACGCGTGGAGG
AGAAGAGCCGTCCGCCGCGCGAGCTGTCCATCAGGTTCCTCTACCAGGGTGGCCA
AACCGACATCGTCGCCGTCGACGTCGCCACGGTCGGGTCGTCGAACTGGAAGTTC
ATGACGCGGGACTACGGGCCGGCGTGGAGCACGGCGCAGGLCGLCCGGLGGGGLLG
CTGCAGTTCAGGGTGGTGGTCACCGGCGGGTACGACGGGAAGTGGGTGTGGGCC
GACGGCGAGGTCCTGCCGCGGCGGTGGACGGCCGGACGGGTGTACGACGCCGGL
GTGCAGATCGCCGACGTCGCGCAGGAAGGGTGCTACCCGTGCGACACGCAGGAG
TGGAAGTGA

Nucleotide
>0OskEXLA-05

GTAAACCACTTCAGTTTCAGAGTTTTCGAGCGAGCACGTTTTCGTAGCTTCCGTCG
ATCGAATTCATGGCCGTTCGGTGTTGCTCTTCCATGGCGAGCGCCAGCGTTGTCCT



CTTCTTCGTCGTCGTCGGCATGTCGGCGTCGATGGTCTCCGGCTGCGACAGGTGC
GTGCGCCGGTCCAAGGCCGGATTCCGCGACTCGTCGATCGCGCTGAACGGTACGT
ACGGCGAGAGAGAGGGGGGGACAGAGACATCCACTCGCGTGCGCGCTTTGTGTG
TTTTTGCTTGGTTGATTACTGCAAGATTGTTTGGTTGATTTTGGTTGTTGGATTGTG
CGTGCGTGCAGCCGGTTCTTGCGGGTACGGCTCCCTCGCCGCGTCCTTCAACGGC
GGCCACCTCGCCGCCGCGAGCCCGGCGCTGTTCAGGGGCGGTGTCGGCTGCGGCG
CCTGCTTCCAGGTATTAACAGAGCCACGAACAAACTCTCCAATGCAGTGATCGCG
TGCTGTTCTGCAATCTAATTGAGGCGAATTTGGGTTCGATTAACCGGGGGAAGTG
GCATTATTACTACTGCAGGTGCGGTGCAAGGACGGCAAGCTGTGCAGCACGGCG
GGCGCCAAGGTGGTCGTGACGGACGAGGCGCGGTCGACGAACCGCACCGACCTC
GTGCTGAGCGCCGCCGCGTACGCCGCCATGGCCCGCCCCGGCATGGCCGCGCAGC
TCAGAACACGCCGCGCCGTTGACGTCGAGTACAAGAGGTAAAAAAAAAAAATCC
TCTTTTGGTGTCGGTGGTGTAATCAACTCAGGTAGTGATGATGGATGGAAGCTAG
TAGCTCATCATCCGTAGTATAGAGTAATAATTGGAGCACAGCGATTAGCCACAGT
TAGCTGTAGTAGTACAGGTCGCAACGCATTTTTCGGCTGGATTTATGACCGAATTT
TGTACGATATTATCGAGCAGGGTACCGTGCGAGTACGCAGCTGGTCGCAACCTGT
CGATACGCGTGGAGGAGAAGAGCCGTCCGCCGCGCGAGCTGTCCATCAGGTTCCT
CTACCAGGGTGGCCAAACCGACATCGTCGCCGTCGACGTCGCCACGGTAATCAAA
TAAAACCAAAACCAAATCGATCGTTCTCACTCGAATTCGAGGCAATTTTTGAAAA
CGAGTTCGAACATTTTTTTGTGCAGGTCGGGTCGTCGAACTGGAAGTTCATGACG
CGGGACTACGGGCCGGCGTGGAGCACGGCGCAGGCGLCCGGLCGGGGLCCGLCTGCAG
TTCAGGGTGGTGGTCACCGGCGGGTACGACGGGAAGTGGGTGTGGGCCGACGGC
GAGGTCCTGCCGCGGCGGTGGACGGCCGGACGGGTGTACGACGCCGGCGTGCAG
ATCGCCGACGTCGCGCAGGAAGGGTGCTACCCGTGCGACACGCAGGAGTGGAAG
TGACACACACCGCATTAACATGTACAGTTTTTTTGCTTTCCTTTCTTTTTTCTCTCC
CCTTTTTGGGACGCATTGAGCAGCTAGCCATCCATCGAATTAAGAGCCACAGCCC
ACAAGAACAACTTGCCTTCCGTTGCATTTGCGTTGCATTGCCCAGTGGGGCTTGTT
TTGTCTCGTGTTGTTTACTCGACTCGGGGTGCGGAGGTGCGCACGCGGTGGCCGG
TGCCGGACACGATCTCACTGTGCGCGCATGATGGGGGGTTGGGTTGGGTTGGGTT
TGGGTTTGGTCGTCGACGGCGAGTGGATTTCCGCTTTCGTGCCCACGATTCCGAGT
GCGCGCATATGCCGCGGTCGCGAAAACGTAAGTGTTGGCAGATTCGGTGGACGC
GCTTTAACGCTTCTGTAGTACGGATCCACCGGTGTAAGGGCCAATATAGCTGGCC
AATTGGATGATGGATGGGCTGCAATCTTGTAATTTCCGGGGCTTTTCATTGGACC
GTGGGCTCCCAAATAGGGTGGGACAAAATTGGAATGACAAAATTATCTGTCCTTA






